
OTU_494: 1-65,302 (+)

OTU_551: 1-63,269 (+)

OTU_654: 1-61,022 (+)

OTU_522: 1-64,481 (+)

MGV-GENOME-0339357: 1-65,035 (+)

OTU_502: 1-64,975 (+)

OTU_530: 1-64,287 (+)

OTU_475: 1-66,547 (+)

OTU_476: 1-66,329 (+)

OTU_513: 1-64,686 (+)

IMGVR_UViG_3300045988_069017|3300045988|Ga0495776_011303: 1-64,662 (+)

OTU_690: 1-60,387 (+)

OTU_783: 1-57,956 (+)

MGV-GENOME-0337494: 1-63,599 (+)

SRR5495011_NODE_3_length_71940_cov_190.635557: 1-71,940 (+)

IMGVR_UViG_3300008637_000003|3300008637|Ga0115682_100006: 1-64,211 (+)

IMGVR_UViG_3300022485_000007|3300022485|Ga0242613_10001: 1-61,058 (+)

SRS142968_a1_ct520_vs01: 1-51,460 (+)

20000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


