
uvig_320138: 1-40,747 (+)

MGV-GENOME-0224156: 1-32,250 (+)

IMGVR_UViG_3300029215_000199|3300029215|Ga0167476_100232|39871-77730: 1-37,860 (+)

uvig_132976: 1-40,022 (+)

IMGVR_UViG_3300045988_095060|3300045988|Ga0495776_181929: 1-36,938 (+)

MGV-GENOME-4423965: 1-36,938 (+)

uvig_50503: 1-48,611 (+)

IMGVR_UViG_3300045988_100008|3300045988|Ga0495776_103327: 1-35,549 (+)

uvig_168514: 1-37,159 (+)

MGV-GENOME-0218979: 1-31,383 (+)

SAMEA2580081_a1_ct32606_vs1: 1-47,050 (+)

IMGVR_UViG_3300029014_000128|3300029014|Ga0169662_100062|134-37180: 1-37,047 (+)

MGV-GENOME-0224347: 1-32,283 (+)

uvig_499124: 1-51,605 (+)

uvig_150576: 1-40,024 (+)

IMGVR_UViG_3300045988_107632|3300045988|Ga0495776_148551: 1-34,914 (+)

uvig_193912: 1-28,967 (+)

20000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tmRNA


