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IMGVR_UViG_3300045988_016532|3300045988|Ga0495776_162955: 1-37,556 (+)
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TemPhD_cluster_43164:1-37,521 (+)
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SRS020226_al _ct30749 vs1:1-39,633 (+)
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IMGVR_UViG_7000000652_000094|7000000652|SRS020226_Baylor_scaffold_62429:1-39,006 (+)
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IMGVR_UViG_3300008481_000113|3300008481|Ga0115177_1000320: 1-40,268 (+)
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SRS062418_al_ct5244:1-36,866 (+)
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IMGVR_UViG_3300007368_000098|3300007368|Ga0104977_1000175: 1-43,053 (+)
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IMGVR_UViG_3300008717_000134|3300008717|Ga0113876_100212|4858-43452: 1-38,595 (+)
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uvig 455220:1-38,174 (+)
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IMGVR_UViG_3300008083_000014|3300008083|Ga0105970_100228: 1-49,123 (+)
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IMGVR_UViG_3300007968_000011|3300007968|Ga0105969_100169: 1-38,975 (+)
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IMGVR_UViG_3300008341_000071|3300008341|Ga0115381_100162|6718-43816: 1-37,099 (+)
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SRS024021_al_ct22469 vs01: 1-37,065 (+)

IMGVR_UViG_7000000706_000017|7000000706|SRS024021_Baylor_scaffold_279: 1-35,263 (+)
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SRS064937_al ct12534:1-37,521 (+)
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SRS057490_al ct11256_vs1:1-41,289 (+)

MGV-GENOME-0272007: 1-37,456 (+)
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