
uvig_285453: 1-40,366 (+)

IMGVR_UViG_3300045988_044183|3300045988|Ga0495776_176816: 1-39,649 (+)

IMGVR_UViG_3300045988_037990|3300045988|Ga0495776_007140: 1-40,237 (+)

uvig_239446: 1-40,095 (+)

uvig_422858: 1-40,082 (+)

uvig_490107_: 1-39,928 (+)

SAMN10080890_a1_ct2455: 1-42,791 (+)

MGV-GENOME-0319828: 1-40,454 (+)

uvig_591444: 1-40,271 (+)

uvig_497573: 1-39,988 (+)

IMGVR_UViG_3300045988_043703|3300045988|Ga0495776_186015: 1-37,473 (+)

uvig_163820: 1-41,257 (+)

IMGVR_UViG_3300045988_065548|3300045988|Ga0495776_148947: 1-39,827 (+)

MGV-GENOME-0317342: 1-40,202 (+)

uvig_275660: 1-39,144 (+)

MGV-GENOME-0260281: 1-38,497 (+)

uvig_89989: 1-39,754 (+)

MGV-GENOME-0316694: 1-42,360 (+)

IMGVR_UViG_3300045988_091442|3300045988|Ga0495776_178633: 1-42,360 (+)

IMGVR_UViG_3300045988_024890|3300045988|Ga0495776_009882: 1-39,075 (+)

uvig_73402: 1-39,075 (+)

MGV-GENOME-0253771: 1-34,723 (+)

uvig_180341: 1-33,602 (+)

IMGVR_UViG_3300029219_000011|3300029219|Ga0168709_100246: 1-41,443 (+)

MGV-GENOME-0336851: 1-39,844 (+)

uvig_418059: 1-39,503 (+)

Shkoporov_2019_SRR9161579_NODE_29_length_40419_cov_12.562581: 1-40,419 (+)

SAMN11893763_a1_ct36100: 1-40,364 (+)

IMGVR_UViG_3300045988_037128|3300045988|Ga0495776_165669: 1-40,288 (+)

SAMEA1906422_b1_ct2_vs3: 1-43,000 (+)

IMGVR_UViG_3300045988_042673|3300045988|Ga0495776_026423: 1-39,654 (+)

IMGVR_UViG_3300045988_045653|3300045988|Ga0495776_165421: 1-40,312 (+)

IMGVR_UViG_3300045988_042160|3300045988|Ga0495776_028777: 1-40,341 (+)

SAMEA1906523_a1_ct154479_vs1: 1-42,850 (+)

uvig_83836: 1-39,411 (+)

MGV-GENOME-4429999: 1-38,684 (+)

MGV-GENOME-0258376: 1-38,164 (+)

uvig_589733: 1-35,955 (+)

uvig_592481: 1-39,880 (+)

uvig_587907: 1-38,614 (+)

uvig_590439: 1-38,679 (+)

IMGVR_UViG_3300045988_037102|3300045988|Ga0495776_165733: 1-39,331 (+)

MGV-GENOME-0345000: 1-39,834 (+)

uvig_1011: 1-51,104 (+)

uvig_515284: 1-40,313 (+)

uvig_191286: 1-40,183 (+)

IMGVR_UViG_3300029668_000191|3300029668|Ga0245235_100214|7127-46438: 1-39,312 (+)

uvig_496832: 1-36,668 (+)

OTU_2224: 1-40,013 (+)

uvig_484048: 1-40,073 (+)

uvig_581557: 1-40,038 (+)

MGV-GENOME-0343447: 1-38,957 (+)

uvig_566727: 1-42,486 (+)

uvig_23879: 1-40,642 (+)

MGV-GENOME-0270946: 1-40,467 (+)

IMGVR_UViG_3300045988_033063|3300045988|Ga0495776_029052: 1-40,467 (+)

MGV-GENOME-0301909: 1-39,930 (+)

IMGVR_UViG_3300045988_030136|3300045988|Ga0495776_158838: 1-39,821 (+)

SAMN05827131_a1_ct13115_vs1: 1-43,350 (+)

IMGVR_UViG_3300045988_071863|3300045988|Ga0495776_171414: 1-39,930 (+)

uvig_369235: 1-40,210 (+)

IMGVR_UViG_3300045988_039580|3300045988|Ga0495776_005679: 1-39,628 (+)

uvig_366079: 1-39,608 (+)

uvig_145044: 1-40,441 (+)

IMGVR_UViG_3300029220_000239|3300029220|Ga0168707_100110|11480-50408: 1-38,929 (+)

IMGVR_UViG_3300045988_018080|3300045988|Ga0495776_159173: 1-38,987 (+)

uvig_187416: 1-38,594 (+)

MGV-GENOME-0313514: 1-39,885 (+)

SAMEA3951735_b1_ct5: 1-39,976 (+)

IMGVR_UViG_3300045988_026704|3300045988|Ga0495776_173774: 1-38,723 (+)

IMGVR_UViG_3300045988_059117|3300045988|Ga0495776_179898: 1-39,427 (+)

MGV-GENOME-0330999: 1-38,697 (+)

uvig_581850: 1-40,326 (+)

SAMN09781719_a1_ct16299: 1-40,271 (+)

uvig_591760: 1-40,395 (+)

uvig_171085: 1-40,582 (+)

IMGVR_UViG_3300045988_033145|3300045988|Ga0495776_165408: 1-39,253 (+)

IMGVR_UViG_3300045988_042708|3300045988|Ga0495776_186233: 1-40,774 (+)

IMGVR_UViG_3300045988_065058|3300045988|Ga0495776_158601: 1-39,472 (+)

uvig_546917: 1-41,001 (+)

uvig_139749: 1-42,497 (+)

MGV-GENOME-0281318: 1-39,975 (+)

uvig_336091: 1-40,710 (+)

uvig_574006: 1-39,641 (+)

uvig_312169: 1-40,636 (+)

MGV-GENOME-0326037: 1-40,027 (+)

IMGVR_UViG_3300029857_000372|3300029857|Ga0245297_1000564|5710-43138: 1-37,429 (+)

uvig_289525: 1-45,148 (+)

MGV-GENOME-0293930: 1-40,193 (+)

uvig_185391: 1-43,456 (+)

uvig_177978: 1-45,658 (+)

IMGVR_UViG_3300029716_000028|3300029716|Ga0245260_1000902: 1-39,615 (+)

MGV-GENOME-0262262: 1-38,851 (+)

MGV-GENOME-0311084: 1-38,856 (+)

MGV-GENOME-0278777: 1-40,568 (+)

IMGVR_UViG_3300045988_056865|3300045988|Ga0495776_147585: 1-40,568 (+)

uvig_400906: 1-50,292 (+)

uvig_594536: 1-39,805 (+)

uvig_581100: 1-38,074 (+)

uvig_304426: 1-43,048 (+)

MGV-GENOME-0310496: 1-39,387 (+)

uvig_185083: 1-57,184 (+)

uvig_491707_: 1-51,988 (+)

uvig_565658: 1-46,144 (+)

IMGVR_UViG_3300045988_059939|3300045988|Ga0495776_149061: 1-40,307 (+)

MGV-GENOME-0281221: 1-36,956 (+)

uvig_170559: 1-52,715 (+)

MGV-GENOME-0236598: 1-34,629 (+)

uvig_579229: 1-32,543 (+)

SAMN10080888_a1_ct1507: 1-38,423 (+)

uvig_218806: 1-57,476 (+)

MGV-GENOME-0195225: 1-27,127 (+)

MGV-GENOME-0228732: 1-27,156 (+)

MGV-GENOME-0230885: 1-27,286 (+)

uvig_66813: 1-28,926 (+)

MGV-GENOME-0306381: 1-28,429 (+)

MGV-GENOME-0203368: 1-28,571 (+)

uvig_592008: 1-30,282 (+)

uvig_250952: 1-29,937 (+)

uvig_46421: 1-29,306 (+)

20000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


