uvig_21256:1-33,169 (+)
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MGV-GENOME-0229236:1-29,641 (+)
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OTU_4133:1-28,838 (+)
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OTU_4013:1-29,714 (+)

MGV-GENOME-0225952:1-29,237 (+)

MGV-GENOME-0207044: 1-29,232 (+)

SAMNO5826698 _al_ct57451 vs1:1-31,196 (+)
MGV-GENOME-0213528: 1-30,388 (+)
MGV-GENOME-0194323:1-26,977 (+)

MGV-GENOME-0210321: 1-27,736 (+)

MGV-GENOME-0179095: 1-24,053 (+)

uvig 211358:1-38,419 (+)

MGV-GENOME-0157417:1-21,474 (+)
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uvig_153664:1-19,538 (+)
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