
MGV-GENOME-0359783: 1-90,530 (+)

SAMEA2738140_b1_ct4: 1-90,475 (+)

MGV-GENOME-0359187: 1-89,567 (+)

SRS065518_a1_ct500_vs1: 1-93,742 (+)

IMGVR_UViG_3300008639_000011|3300008639|Ga0115685_1000072: 1-92,716 (+)

SRS058053_a1_ct14697: 1-92,956 (+)

SRS015762_a1_ct42892_vs1: 1-89,307 (+)

IMGVR_UViG_3300008565_000005|3300008565|Ga0111061_1000015: 1-91,787 (+)

SRS011152_a1_ct14182: 1-91,706 (+)

MGV-GENOME-0360194: 1-91,205 (+)

SAMEA2737977_b1_ct4: 1-91,150 (+)

MGV-GENOME-0359879: 1-90,684 (+)

IMGVR_UViG_3300045988_168563|3300045988|Ga0495776_010324: 1-92,529 (+)

SAMEA2738172_b1_ct3: 1-92,474 (+)

SRS144194_a1_ct17712: 1-91,383 (+)

SRS144703_a1_ct3608_vs1: 1-71,328 (+)

MGV-GENOME-0357806: 1-87,099 (+)

30000 nt

tRNA


