
uvig_108115: 1-46,159 (+)

MGV-GENOME-0298233: 1-44,570 (+)

uvig_452793: 1-62,230 (+)

SAMN05827264_a1_ct24247_vs1: 1-57,850 (+)

MGV-GENOME-4429772: 1-55,744 (+)

uvig_424908: 1-64,843 (+)

MGV-GENOME-0336440: 1-62,794 (+)

IMGVR_UViG_3300045988_079752|3300045988|Ga0495776_090844: 1-58,746 (+)

IMGVR_UViG_3300045988_098054|3300045988|Ga0495776_150273: 1-59,269 (+)

MGV-GENOME-0329887: 1-57,938 (+)

Ma_2019_SRR341705_NODE_180_length_77092_cov_5.292197: 1-77,092 (+)

uvig_328604: 1-51,624 (+)

MGV-GENOME-0314386: 1-50,240 (+)

MGV-GENOME-0301487: 1-47,057 (+)

IMGVR_UViG_3300045988_090309|3300045988|Ga0495776_028509: 1-49,354 (+)

MGV-GENOME-0308436: 1-49,354 (+)

30000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


