DL PO R0 )

MGV-GENOME-0272217:1-40,715 (+)

O MID-GAEI-EMCEONODODOANDEIDD
D) D) VD D D-CAGATIHDHIEE XD DO
O OO MO—ODIDADOND
MOHDHMBE RO DO

MGV-GENOME-0270759: 1-40,427 (+)

MGV-GENOME-0259144:1-38,293 (+)

MGV-GENOME-0275858: 1-32,838 (+)

MGV-GENOME-0246815:1-36,220 (+)

O
D) W D) VD D M- MU -AGAADI- DN KOO0
O

ivig_3568:1-47,122 (+)

D) W D) VD )

MGV-GENOME-0299989: 1-46,623 (+)

OO DO 0 0 PO MDD -AGAAMN-DINCE OB AN DO

IMGVR_UViG_3300029551_000192|3300029551|Ga0245011_100582|3246-50280: 1-47,035 (+)

D) W D) VD D M- EAUCEHIHDHNCE KOOI PO

MGV-GENOME-0286149: 1-43,420 (+)

D) W ) VD D

MGV-GENOME-0309665: 1-43,168 (+)

MGV-GENOME-0311967: 1-42,320 (+)

MGV-GENOME-0229153: 1-30,027 (+)

D) W D) D, D

uvig_251900: 1-65,253 (+)
) ) PRODIRCIO—KIDHADHMDDICL KO DN DIND
PODDIRCIAHMHDIMDRCE MO ONOMODMND

IMGVR_UViG_2531839250_000001|2531839250|2531880078|88011-129706: 1-41,696 (+)

HPDDMRCHAAHD-HDMPIIC X —DNOMDIND

ivig_2964:1-43,004 (+)

IMGVR_UVIG_2585427949 000001|2585427949]2585480648: 1-42,003 (+)
k 20000 nt {
defence (PADLOC) virulence (VFDB) tRNA pseudogene

I




