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MGV-GENOME-0244113:1-31,094 (+)

%

MGV-GENOME-0217948:1-31,191 (+)

é
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uvig 333994:1-34,252 (+)

%

uvig_41840:1-32,719 (+)

=
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OTU_2860:1-36,939 (+)

uvig 436276_:1-36,077 (+)

?

MGV-GENOME-0246393:1-31,376 (+)

uvig 67552:1-39,465 (+)

%

MGV-GENOME-0263020: 1-34,246 (+)

MGV-GENOME-0245657:1-31,283 (+)

MGV-GENOME-4411873:1-31,260 (+)

i

Ma_2019_SRR413721_NODE_506_length_35944 _cov_9.543342:1-35,944 (+)

MGV-GENOME-0278136:1-37,123 (+)

MGV-GENOME-0229574:1-33,236 (+)

é

uvig_233270: 1-33,784 (+)

i

MGV-GENOME-0232367:1-32,731 (+)
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