MGV-GENOME-0187704: 1-25,877 (+

- SDDDDLDOA

MGV-GENOME-0161460: 1-22,015 (+

MGV-GENOME-0180320: 1-24,715 (+

MGV-GENOME-0211748: 1-30,052 (+

Do SDDUDEDOA

o

- SDDDDLDDA ) HEO D40
o
0

)

MGV-GENOME-0156767:1-21,387 (+

i DBY IS e RN L) HOA

v
D —omW-D-D

S BB DD D DD S S S ) NI 1 M I B ) 5 'S B YD

BB BEDD DS S ) B )5 D 5) B .

D)/ gEV/EED DD VYD By ) B ) VDY) O O 0

MGV-GENOME-0160843:1-21,933 (+)
MGV-GENOME-0170344:1-23,247 (+)
MGV-GENOME-0165164:1-22,520 (+

D/ EV/EED DD IS By N E—) b ) O O 1040

MGV-GENOME-0166792:1-22,750 (+

MGV-GENOME-0188392:1-25,985 (+

oL ODDDDEEEA D VD) HOA O )

gD BDEY b D) HOA O Y -0

MGV-GENOME-0164161:1-22,382 (+

MGV-GENOME-0187105: 1-25,782 (+

-LC DDDDLDUA Ol Dbl A i W0

D/ DD S Yy N I B VW) HOA O PO

MGV-GENOME-0171557:1-23,416 (+

O o0

IEE-

| ol ) )/ on D I I I B B I G oV G o U\ Wl e W Dy O I Y Vo B HOA
uvig_442868_: 1-30,474 (+)
| D)D) oD EED D DD W S O e Vv ) R Ve B ) HA O L

uvig 555366:1-28,720 (+)

\ Ol )

O OEEOPI—-IPEESE{ OB A o 0

MGV-GENOME-0171072:1-23,349 (+

)

t 10000 nt {

defence (PADLOC) virulence (VFDB) tRNA
I




