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OTU_5548:1-20,819 (+)

MGV-GENOME-0147051:1-20,111 (+)

SRS023958_al_ct8964 vs01:1-18,452 (+)
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SRS078733_al_ct21205_vs1:1-21,270 (+)

MGV-GENOME-0152969:1-20,890 (+)
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OTU_6276:1-17,977 (+)
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SRS054976_al ct30871 vs1:1-15,569 (+)

SRS018357_al ct31620_vs1:1-18,682 (+)
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SRS024375_al_ct27037_vs01: 1-15,861 (+)
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SRS056327_al_ct20219_vs1:1-14,476 (-)

SRS057244 a1 _ct17024 vs1:1-14,018 (-)
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SRS019607_al_ct15249 vs01:1-16,623 (-)
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SRS104915 al ct17211 vs1:1-13,615 (+)
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MGV-GENOME-0148720: 1-20,324 (+)
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SAMEA1906542 b1 ct71 vs2:1-20,660 (+)
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MGV-GENOME-0140035: 1-19,285 (+)
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