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IMGVR_UViG_2531839453_000001|2531839453]2531899367|255687-297794:1-42,108 (+)

|

SRS104279_al ct31731:1-37,438 (+)

|

MGV-GENOME-0231164: 1-33,548 (+)

SRS097912_al ct23118_vs1:1-32,861 (+)
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SRS012983_al ct6679:1-38,016 (+)

I
IMGVR_UViG_3300011936_000140|3300011936|Ga0119780_100048|6982-48288: 1-41,307 (+)

|

SRS020400_a1_ct12187_vs01: 1-45,200 (+)

SRS018501_al _ct22578_vs01: 1-38,059 (+)

i

IMGVR_UViG_3300007753_000059|3300007753|Ga0105778_100078: 1-44,159 (+)

SRS148877_al_ct5037_vs01: 1-46,364

+)

%%

IMGVR _UViG_3300008556_000025|3300008556|Ga0111059_100267: 1-37,250 (+)

|

SRS014528_al _ct10739:1-35,927 (+)

IMGVR_UViG_7000000057_000031|7000000057|SRS013818_Baylor_scaffold_43180: 1-35,110 (+)

|

SRS013818_al_ct23979 vs1:1-34,288

+)

|

|

U

IMGVR_UViG_2826256118 000001|2826256118]2826256184:1-55,047 (+)
20000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA tmRNA
I




