) ) oD ——>D
Han_2018_ERR1398103_NODE_291 length_22656_cov_6.929649:1-22,656 (+)
| ) M DL O DEDDOE {0 ) ) O o >—D
MGV-GENOME-0223380:1-23,215 (+)
o DD I DN, e WD A N A0 >——>D
SRS148361 al ct17537_vs01: 1-21,403 (+)
\ ) ) PO DD D A ) I I (I e

MGV-GENOME-0159366:1-21,730 (+)
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SRS012916_al _ct35481 vs1:1-24,497 (+)
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SRS021528 al ct16114 vs1:1-22,767 (+)
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MGV-GENOME-0171848:1-23,458 (+)
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SRS015590_a1_ct12573_vs1: 1-24,376 (+)
PODDODE A ) ) ) AP o0 >—&
DA O PP D ) ) D! D
MGV-GENOME-0133647: 1-18,583 (+)
A ) D1 DEODDOE D )/ ) a1 ——
uvig_457100: 1-18,497 (+)
DL DB D D Ul D

SRS077216_al ct12751 vs1:1-17,125 (+)
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MGV-GENOME-0168219:1-18,122 (-)

DO DO A ) I, D
MGV-GENOME-0127790: 1-16,566 (+)
| ) AR O PODPEEOADD ) ) OISO U D

SRS097907_al_ct22640_vs01: 1-24,700 (+)
k 9000 nt !
anti-defence (dbAPIS) tRNA tmRNA pseudogene
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MGV-GENOME-0296906: 1-22,352 (+

SRS018875_al_ct27518_vs01: 1-23,604 (+)




