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SRS146996 _al ct16514 vs1:1-28,219 (+)

MGV-GENOME-0190791:1-26,384 (+)
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MGV-GENOME-0194693:1-27,035 (+)

Dol BED) BB B ) Db

MGV-GENOME-0182377:1-25,039 (+

H O DD DD

MGV-GENOME-0188806: 1-26,054 (+)

H OC OCEDC PO

SRS077763_al_ct70566_vs1:1-21,760 (+)

H U EOCEOE PO

MGV-GENOME-0172035: 1-23,482 (+)

MGV-GENOME-0127271:1-17,928 (+)

SRS077916_a1 ct13823_vs1:1-15,763 (-)

SRS014124 al ct22261 vs1:1-14,849 (+)

MGV-GENOME-0150560: 1-20,566 (+)
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SRS149231_al _ct6472_vs01: 1-26,227 (+)

H U OEDDE OO

MGV-GENOME-0181662: 1-24,924 (+)

SRS043454_al ct14239 vs1:1-21,623 (+)
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N SN SN2 S
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MGV-GENOME-0185073:1-25,449 (+)

SRS148150_al ct67464 vs01:1-20,438 (+)
t 10000 nt
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