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MGV-GENOME-0198663:1-27,738
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MGV-GENOME-0176700: 1-24,174
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MGV-GENOME-0193899:1-26,903
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MGV-GENOME-0187138: 1-25,788 (
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SRS098644 a1l _ct35663 vs01:1-28,784 (+)
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OTU_4812:1-24,089 (+)

MGV-GENOME-0196221:1-27,301 (+)

MGV-GENOME-0181798: 1-24,946 (+)

MGV-GENOME-0181035: 1-24,820 (+)
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MGV-GENOME-0205370: 1-28,942 (+)

MGV-GENOME-0204300: 1-28,736 (+)

MGV-GENOME-0203258: 1-28,549 (+)




