MGV-GENOME-0228297:1-32,980 (+)

D O UK K HODDHDA O KRR KKK KK 1D

MGV-GENOME-0279454: 1-39,495 (+)

SRS016086_a1_ct20833_vs1:1-41,820 (+)

[ O0C O OO K KK KRR KA KD

SRS077300_a1_ct31512 vs1:1-30,603 (+)
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MGV-GENOME-0216967:1-29,068 (+)

D O PR K PO ORI O KD

MGV-GENOME-0260231: 1-32,385 (+)
MGV-GENOME-0218861:1-31,362 (+)

MGV-GENOME-0221707: 1-27,287 (+)

OO0 O ARG E-AE AR KA KD

MGV-GENOME-0300261:1-27,715 (+)

MGV-GENOME-0294302: 1-26,666 (+)

SRS075947_al ct1072:1-35,667 (+)

MGV-GENOME-0179663:1-24,611 (+)

IMGVR_UViG_3300014096_000004|3300014096|Ga0134352_100034: 1-42,802 (+)

P O UK K AN D« — K- -CRR KA KK KTD

IMGVR_UViG_3300008275_000017|3300008275|Ga0114253_1000250: 1-42,389 (+)

SRS016740_a1 ct19020_vs1:1-34,528 (+)
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