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MGV-GENOME-0378946: 1-186,824 (+)
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MGV-GENOME-0378938:1-186,736 (-)
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MGV-GENOME-0379259:1-194,208 (+)
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MGV GENOME 0379215:1-192,426 (+)
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MGV-GENOME-0378777:1-184,950 (+)
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MG\/ GENOME 0379087:1-174,862 (+)
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MGV GENOME-0379377:1-199,766 (+)
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MG\/ GENOME 0379373:1-199,683 (+)
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MG\/ GENOME-0379375:1-188,788 (+)
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MGV-GENOME-0379141: 1-190,384 (+)

MGV-GENOME-0374579: 1-139,643 (1)
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Mw 2019‘ _SRR341620_NODE _8_length 198161 _cov_14.763985:1-198,161 (+)

CIPHRDDIDDIMOI_ACADRCICODIOICOOXONOODONR T OAMMIBDMNMDMICIMMDEZAR DIMCOMDE MM MEDMDMMOOIM-IHD

MGV-GENOME-4435970: 1-183,745 (+)
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