
MGV-GENOME-0276862: 1-41,601 (+)

IMGVR_UViG_3300045988_003753|3300045988|Ga0495776_110376: 1-41,601 (+)

MGV-GENOME-0307785: 1-43,632 (+)

IMGVR_UViG_3300045988_187254|3300045988|Ga0495776_148003|2038-43632: 1-41,595 (+)

IMGVR_UViG_3300045988_004449|3300045988|Ga0495776_147623: 1-38,468 (+)

MGV-GENOME-0253792: 1-37,386 (+)

MGV-GENOME-0245546: 1-36,026 (+)

MGV-GENOME-0245283: 1-35,986 (+)

IMGVR_UViG_3300045988_005052|3300045988|Ga0495776_002141: 1-42,074 (+)

IMGVR_UViG_3300045988_004321|3300045988|Ga0495776_002249: 1-42,216 (+)

uvig_501233: 1-42,239 (+)

IMGVR_UViG_3300045988_005185|3300045988|Ga0495776_071204: 1-41,935 (+)

IMGVR_UViG_3300007111_000021|3300007111|Ga0102634_100428: 1-42,134 (+)

MGV-GENOME-0278847: 1-38,826 (+)

MGV-GENOME-0269174: 1-37,626 (+)

IMGVR_UViG_3300023486_000017|3300023486|Ga0257044_10434: 1-41,997 (+)

IMGVR_UViG_3300045988_004515|3300045988|Ga0495776_002118: 1-42,038 (+)

MGV-GENOME-0209544: 1-29,663 (+)

IMGVR_UViG_3300029437_000018|3300029437|Ga0242826_1000821: 1-41,944 (+)

IMGVR_UViG_7000000641_000083|7000000641|SRS018351_Baylor_scaffold_12783: 1-40,874 (+)

MGV-GENOME-0278607: 1-38,917 (+)

MGV-GENOME-0281885: 1-42,619 (+)

IMGVR_UViG_3300045988_006349|3300045988|Ga0495776_112936: 1-42,619 (+)

IMGVR_UViG_3300045988_005326|3300045988|Ga0495776_184658: 1-42,086 (+)

IMGVR_UViG_3300045988_019851|3300045988|Ga0495776_177318: 1-39,033 (+)

MGV-GENOME-0279831: 1-38,846 (+)

uvig_193026: 1-41,790 (+)

IMGVR_UViG_3300045988_003752|3300045988|Ga0495776_056294: 1-43,539 (+)

IMGVR_UViG_3300029858_000124|3300029858|Ga0245300_100792: 1-42,551 (+)

IMGVR_UViG_3300029873_000102|3300029873|Ga0245321_100647: 1-43,636 (+)

MGV-GENOME-0281355: 1-42,504 (+)

IMGVR_UViG_3300045988_005913|3300045988|Ga0495776_002565: 1-42,461 (+)

MGV-GENOME-0286672: 1-43,539 (+)

MGV-GENOME-0278962: 1-42,026 (+)

MGV-GENOME-0278982: 1-42,029 (+)

uvig_156573: 1-42,026 (+)

MGV-GENOME-0277454: 1-41,723 (+)

MGV-GENOME-0276553: 1-41,539 (+)

IMGVR_UViG_3300045988_005101|3300045988|Ga0495776_002109: 1-42,026 (+)

uvig_407392: 1-41,694 (+)

uvig_252995: 1-42,151 (+)

IMGVR_UViG_3300045988_005354|3300045988|Ga0495776_002262: 1-42,231 (+)

IMGVR_UViG_3300029875_000010|3300029875|Ga0245324_100711: 1-43,034 (+)

IMGVR_UViG_3300029796_000126|3300029796|Ga0243875_1000593: 1-44,274 (+)

MGV-GENOME-0279300: 1-42,093 (+)

IMGVR_UViG_3300045988_001999|3300045988|Ga0495776_114171: 1-40,982 (+)

IMGVR_UViG_3300045988_002329|3300045988|Ga0495776_157122: 1-40,620 (+)

MGV-GENOME-0292890: 1-39,782 (+)

uvig_537260: 1-42,174 (+)

IMGVR_UViG_3300045988_007225|3300045988|Ga0495776_112309: 1-42,328 (+)

Kang_0019_ST003_A_NODE_37_length_42218_cov_9.301971: 1-42,218 (+)

IMGVR_UViG_3300045988_003938|3300045988|Ga0495776_002177: 1-42,128 (+)

IMGVR_UViG_3300045988_004004|3300045988|Ga0495776_094485|200-42924: 1-42,725 (+)

MGV-GENOME-0275110: 1-41,255 (+)

SRS075341_a1_ct10826: 1-42,305 (+)

MGV-GENOME-0279920: 1-42,215 (+)

MGV-GENOME-0279177: 1-42,070 (+)

IMGVR_UViG_3300045988_006023|3300045988|Ga0495776_027662: 1-42,070 (+)

IMGVR_UViG_3300029595_000236|3300029595|Ga0245140_100308|17502-57955: 1-40,454 (+)

MGV-GENOME-0281321: 1-42,498 (+)

MGV-GENOME-0279933: 1-42,216 (+)

MGV-GENOME-0277108: 1-37,548 (+)

uvig_428700: 1-47,821 (+)

MGV-GENOME-0205114: 1-28,892 (+)

IMGVR_UViG_3300029790_000423|3300029790|Ga0242825_1000572|3-42064: 1-42,062 (+)

IMGVR_UViG_3300029339_000385|3300029339|Ga0242823_1000104|78035-117984: 1-39,950 (+)

MGV-GENOME-0214908: 1-30,642 (+)

MGV-GENOME-0277604: 1-38,828 (+)

MGV-GENOME-0277892: 1-41,811 (+)

MGV-GENOME-0277417: 1-41,715 (+)

IMGVR_UViG_3300045988_005810|3300045988|Ga0495776_001097: 1-41,566 (+)

IMGVR_UViG_3300045988_004338|3300045988|Ga0495776_070779: 1-41,723 (+)

MGV-GENOME-0277257: 1-41,681 (+)

uvig_176049: 1-41,681 (+)

uvig_279255: 1-41,055 (+)

uvig_95999: 1-41,566 (+)

IMGVR_UViG_3300045988_006163|3300045988|Ga0495776_002465: 1-42,337 (+)

uvig_474972: 1-42,337 (+)

MGV-GENOME-0280512: 1-42,333 (+)

IMGVR_UViG_3300045988_005279|3300045988|Ga0495776_002462: 1-42,333 (+)

IMGVR_UViG_3300007657_000011|3300007657|Ga0105536_100369: 1-41,736 (+)

MGV-GENOME-0277469: 1-41,725 (+)

MGV-GENOME-0217226: 1-29,615 (+)

MGV-GENOME-0210272: 1-29,796 (+)

TemPhD_cluster_19381: 1-41,650 (+)

MGV-GENOME-0289658: 1-27,078 (+)

uvig_255806: 1-41,909 (+)

MGV-GENOME-0271042: 1-37,447 (+)

uvig_485423: 1-42,676 (+)

MGV-GENOME-0279614: 1-42,155 (+)

IMGVR_UViG_3300045988_005325|3300045988|Ga0495776_070869: 1-41,765 (+)

IMGVR_UViG_3300029684_000286|3300029684|Ga0245194_100108|24088-70572: 1-46,485 (+)

MGV-GENOME-0272566: 1-40,781 (+)

MGV-GENOME-0231429: 1-33,216 (+)

MGV-GENOME-0221740: 1-31,850 (+)

MGV-GENOME-0248624: 1-36,515 (+)

MGV-GENOME-0253999: 1-37,421 (+)

MGV-GENOME-0252609: 1-37,178 (+)

MGV-GENOME-0267175: 1-36,945 (+)

MGV-GENOME-0228683: 1-33,053 (+)

MGV-GENOME-0210353: 1-29,811 (+)

MGV-GENOME-0259318: 1-35,144 (+)

MGV-GENOME-0230814: 1-33,476 (+)

IMGVR_UViG_3300006258_000087|3300006258|Ga0099398_100336: 1-45,919 (+)

MGV-GENOME-0245854: 1-36,075 (+)

MGV-GENOME-0171980: 1-21,342 (+)

MGV-GENOME-0204674: 1-28,812 (+)

MGV-GENOME-0241693: 1-35,458 (+)

uvig_414492: 1-22,184 (+)

MGV-GENOME-0157773: 1-21,525 (+)

MGV-GENOME-0163834: 1-22,334 (+)

SAMN06164913_a1_ct68930_vs1: 1-44,212 (+)

uvig_268915: 1-30,621 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


