LD

TemPhD_cluster_56979: 1-59,394 (+)

LoD

TemPhD_cluster_57068: 1-58,838 (+)

LoD

TemPhD_cluster_46171:1-58,985 (+)

COEODOPDDIIENA

TemPhD_cluster_57087: 1-58,646 (+)

LoD

KJ419279.1:1-56,702 (+)

LoD

uvig 395506: 1-58,435 (+)

COEODOPDDIIENA

SAMN10080934 a1 _ct1169:1-60,735 (+)

CoEODEINEM

SRR7892444 NODE 4 _length_60790_cov_1236.553503: 1-60,790 (+)

COEODOPDIBINENM PO A

MGV-GENOME-0333045: 1-60,715 (+)

S S S22 g ¢s¢

NC_029028.1: 1-60,754 (+)

LD OO A

NC_029021.1:1-60,747 (+)

O PO A

uvig 481501:1-77,596 (+)

CoEODEDIINEM PO A

MGV-GENOME-0350127:1-61,391 (+)

NC_042025.1:1-60,030 (+)
}
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