
uvig_397714: 1-42,345 (+)

MGV-GENOME-0280697: 1-42,371 (+)

IMGVR_UViG_3300029577_000024|3300029577|Ga0244883_100878: 1-42,504 (+)

MGV-GENOME-0284309: 1-43,040 (+)

Ma_2019_SRR413674_NODE_574_length_43041_cov_3.511771: 1-43,041 (+)

MGV-GENOME-0234168: 1-34,144 (+)

MGV-GENOME-0285417: 1-43,258 (+)

uvig_129611: 1-36,487 (+)

MGV-GENOME-0248467: 1-36,487 (+)

MGV-GENOME-0225199: 1-32,431 (+)

IMGVR_UViG_3300014546_000051|3300014546|Ga0134410_100251: 1-39,075 (+)

uvig_255248: 1-53,502 (+)

uvig_162370: 1-41,841 (+)

IMGVR_UViG_3300045988_036650|3300045988|Ga0495776_001387: 1-41,841 (+)

MGV-GENOME-0277433: 1-41,719 (+)

20000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


