
MGV-GENOME-0287649: 1-43,746 (+)

IMGVR_UViG_3300045988_058922|3300045988|Ga0495776_154900: 1-41,342 (+)

MGV-GENOME-0295775: 1-45,572 (+)

IMGVR_UViG_3300045988_057487|3300045988|Ga0495776_020468: 1-43,725 (+)

MGV-GENOME-0287250: 1-43,661 (+)

IMGVR_UViG_3300045988_065696|3300045988|Ga0495776_086383: 1-43,632 (+)

uvig_350430: 1-39,015 (+)

IMGVR_UViG_3300045988_032753|3300045988|Ga0495776_179765: 1-43,075 (+)

MGV-GENOME-0299168: 1-43,075 (+)

IMGVR_UViG_3300045988_021431|3300045988|Ga0495776_099860: 1-44,098 (+)

IMGVR_UViG_3300045988_035263|3300045988|Ga0495776_020536: 1-43,814 (+)

MGV-GENOME-0288634: 1-43,969 (+)

MGV-GENOME-0325127: 1-43,574 (+)

uvig_598812: 1-40,430 (+)

SAMN10407346_a1_ct33120: 1-40,379 (+)

IMGVR_UViG_3300045988_023641|3300045988|Ga0495776_154931: 1-37,991 (+)

MGV-GENOME-0309661: 1-37,991 (+)

IMGVR_UViG_3300045988_041823|3300045988|Ga0495776_147322: 1-37,815 (+)

SAMN10080891_a1_ct1210: 1-39,575 (+)

uvig_580454: 1-40,491 (+)

uvig_585238: 1-39,274 (+)

uvig_494324: 1-40,084 (+)

MGV-GENOME-0309092: 1-35,003 (+)

IMGVR_UViG_3300045988_030698|3300045988|Ga0495776_179343: 1-38,042 (+)

MGV-GENOME-0292368: 1-40,258 (+)

uvig_387676: 1-37,246 (+)

OTU_3192: 1-35,103 (+)

SAMN09781744_a1_ct14742: 1-39,336 (+)

uvig_584277: 1-39,543 (+)

Shkoporov_2019_SRR9161579_NODE_22_length_45065_cov_162.946701: 1-45,065 (+)

SAMN11893766_a1_ct5600: 1-43,829 (+)

uvig_574869: 1-42,001 (+)

SAMN10080920_a1_ct6088: 1-40,968 (+)

SAMN09781759_a1_ct62337_vs1: 1-40,654 (+)

IMGVR_UViG_3300008523_000004|3300008523|Ga0115231_1000410: 1-42,380 (+)

MGV-GENOME-0287747: 1-40,717 (+)

IMGVR_UViG_7000000684_000090|7000000684|SRS019582_WUGC_scaffold_91210: 1-39,094 (+)

IMGVR_UViG_3300045988_036660|3300045988|Ga0495776_086400: 1-43,923 (+)

uvig_573075: 1-43,599 (+)

IMGVR_UViG_3300045988_077774|3300045988|Ga0495776_092896: 1-44,716 (+)

MGV-GENOME-0293248: 1-44,997 (+)

MGV-GENOME-0293143: 1-44,977 (+)

IMGVR_UViG_3300007305_000332|3300007305|Ga0104872_100257|9258-53576: 1-44,319 (+)

IMGVR_UViG_3300045988_009979|3300045988|Ga0495776_165765: 1-43,740 (+)

IMGVR_UViG_3300045988_032425|3300045988|Ga0495776_158067: 1-42,275 (+)

IMGVR_UViG_3300045988_044915|3300045988|Ga0495776_094847: 1-43,051 (+)

uvig_579704: 1-45,602 (+)

uvig_239647: 1-45,161 (+)

IMGVR_UViG_3300045988_019637|3300045988|Ga0495776_157206: 1-41,794 (+)

uvig_593575: 1-47,290 (+)

MGV-GENOME-0274546: 1-41,141 (+)

MGV-GENOME-0265613: 1-39,443 (+)

IMGVR_UViG_3300045988_029081|3300045988|Ga0495776_043900: 1-38,985 (+)

IMGVR_UViG_3300045988_026190|3300045988|Ga0495776_025896: 1-39,443 (+)

uvig_579705: 1-44,418 (+)

uvig_347144: 1-44,340 (+)

uvig_343703: 1-44,340 (+)

IMGVR_UViG_3300045988_030808|3300045988|Ga0495776_092681: 1-44,598 (+)

IMGVR_UViG_3300045988_043239|3300045988|Ga0495776_012773: 1-44,426 (+)

IMGVR_UViG_3300045988_034211|3300045988|Ga0495776_170760: 1-42,698 (+)

IMGVR_UViG_3300045988_024281|3300045988|Ga0495776_139893: 1-43,826 (+)

IMGVR_UViG_3300045988_025025|3300045988|Ga0495776_139554: 1-43,654 (+)

IMGVR_UViG_3300045988_042378|3300045988|Ga0495776_002250: 1-42,216 (+)

SAMN11252278_a1_ct7708: 1-41,941 (+)

IMGVR_UViG_3300045988_042002|3300045988|Ga0495776_170898: 1-40,681 (+)

SAMN03418260_a1_ct50193_vs1: 1-38,047 (+)

IMGVR_UViG_3300045988_086665|3300045988|Ga0495776_014096: 1-44,765 (+)

uvig_340316: 1-44,701 (+)

IMGVR_UViG_3300045988_066502|3300045988|Ga0495776_154972: 1-42,058 (+)

IMGVR_UViG_3300045988_040017|3300045988|Ga0495776_100079: 1-44,216 (+)

MGV-GENOME-0314810: 1-39,500 (+)

IMGVR_UViG_3300045988_066795|3300045988|Ga0495776_054113: 1-45,040 (+)

MGV-GENOME-0293466: 1-45,040 (+)

IMGVR_UViG_3300045988_040091|3300045988|Ga0495776_055807: 1-43,293 (+)

uvig_346768: 1-43,588 (+)

IMGVR_UViG_3300045988_034305|3300045988|Ga0495776_173409: 1-42,795 (+)

uvig_46577: 1-43,101 (+)

MGV-GENOME-0341579: 1-40,086 (+)

IMGVR_UViG_3300045988_038620|3300045988|Ga0495776_170228: 1-43,598 (+)

IMGVR_UViG_3300045988_020216|3300045988|Ga0495776_172425: 1-41,643 (+)

uvig_574613: 1-41,501 (+)

MGV-GENOME-0303917: 1-41,155 (+)

MGV-GENOME-0325143: 1-38,792 (+)

uvig_593231: 1-43,109 (+)

SAMN10407347_a1_ct24777: 1-43,755 (+)

IMGVR_UViG_3300045988_077448|3300045988|Ga0495776_172876: 1-42,813 (+)

Han_2018_ERR1398171_NODE_45_length_50725_cov_142.601125: 1-50,725 (+)

IMGVR_UViG_3300045988_070651|3300045988|Ga0495776_159117: 1-38,544 (+)

uvig_574593: 1-51,652 (+)

MGV-GENOME-0286874: 1-42,633 (+)

IMGVR_UViG_3300045988_021810|3300045988|Ga0495776_187530: 1-42,633 (+)

IMGVR_UViG_3300045988_034926|3300045988|Ga0495776_055829: 1-43,303 (+)

MGV-GENOME-0284685: 1-43,114 (+)

IMGVR_UViG_3300045988_023676|3300045988|Ga0495776_019457: 1-43,074 (+)

uvig_365696: 1-43,084 (+)

MGV-GENOME-0284564: 1-43,090 (+)

uvig_367562: 1-42,972 (+)

SAMN10080885_a1_ct105306_vs1: 1-42,903 (+)

SRR7892437_NODE_1_length_42473_cov_509.561177: 1-42,473 (+)

uvig_576132: 1-42,904 (+)

MGV-GENOME-0252988: 1-37,243 (+)

IMGVR_UViG_2903612190_000005|2903612190|2903612284|15896-58226: 1-42,331 (+)

uvig_585527: 1-39,423 (+)

MGV-GENOME-0285668: 1-43,315 (+)

IMGVR_UViG_3300045988_043409|3300045988|Ga0495776_024847: 1-41,018 (+)

IMGVR_UViG_3300045988_013771|3300045988|Ga0495776_042191: 1-36,267 (+)

IMGVR_UViG_3300045988_062502|3300045988|Ga0495776_043863: 1-38,972 (+)

uvig_575005: 1-39,580 (+)

SAMN11893691_a1_ct72574: 1-40,828 (+)

IMGVR_UViG_3300029310_000024|3300029310|Ga0134545_1000247: 1-41,968 (+)

IMGVR_UViG_3300045988_046853|3300045988|Ga0495776_172320: 1-41,684 (+)
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