
TemPhD_cluster_62648_: 1-34,025 (+)

IMGVR_UViG_3300045988_047540|3300045988|Ga0495776_144837: 1-33,283 (+)

IMGVR_UViG_3300008479_000025|3300008479|Ga0114883_1000847: 1-33,038 (+)

MGV-GENOME-0228680: 1-33,052 (+)

IMGVR_UViG_3300045988_037322|3300045988|Ga0495776_001243: 1-33,094 (+)

SRS050752_a1_ct25270_vs1: 1-28,850 (+)

IMGVR_UViG_3300045988_023214|3300045988|Ga0495776_061527: 1-33,010 (+)

MGV-GENOME-0228479: 1-33,010 (+)

MGV-GENOME-0227361: 1-32,811 (+)

SAMEA2580272_a1_ct20968: 1-32,079 (+)

uvig_115427: 1-32,151 (+)

MGV-GENOME-0223740: 1-32,185 (+)

MGV-GENOME-0224164: 1-32,251 (+)

uvig_185732: 1-32,175 (+)

IMGVR_UViG_3300045988_015560|3300045988|Ga0495776_079369: 1-32,250 (+)

IMGVR_UViG_3300029713_000029|3300029713|Ga0245252_100844: 1-32,333 (+)

SAMEA2737780_a1_ct32209: 1-33,397 (+)

MGV-GENOME-0225593: 1-32,498 (+)

IMGVR_UViG_3300045988_018262|3300045988|Ga0495776_003173: 1-34,396 (+)

SAMN09781742_a1_ct18518: 1-33,271 (+)

IMGVR_UViG_3300045988_021421|3300045988|Ga0495776_001561: 1-33,559 (+)

IMGVR_UViG_3300045988_020366|3300045988|Ga0495776_145309: 1-33,461 (+)

IMGVR_UViG_3300045988_051915|3300045988|Ga0495776_061904: 1-33,151 (+)

IMGVR_UViG_3300045988_045324|3300045988|Ga0495776_001489: 1-33,213 (+)

MGV-GENOME-0229468: 1-33,217 (+)

IMGVR_UViG_3300045988_037273|3300045988|Ga0495776_001493: 1-33,217 (+)

uvig_559837: 1-34,075 (+)

IMGVR_UViG_3300045988_035035|3300045988|Ga0495776_001485: 1-33,203 (+)

IMGVR_UViG_3300045988_026517|3300045988|Ga0495776_100629: 1-34,440 (+)

uvig_312627: 1-34,627 (+)

MGV-GENOME-0232415: 1-33,792 (+)

MGV-GENOME-0230932: 1-33,502 (+)

uvig_239694: 1-33,930 (+)

MGV-GENOME-0231326: 1-33,577 (+)

OTU_3625: 1-32,749 (+)

SAMN09781754_a1_ct7371: 1-33,591 (+)

MGV-GENOME-0228553: 1-33,022 (+)

uvig_86577: 1-33,022 (+)

IMGVR_UViG_3300045988_036651|3300045988|Ga0495776_001521: 1-33,352 (+)

uvig_223266: 1-32,758 (+)

IMGVR_UViG_3300045988_024297|3300045988|Ga0495776_004845: 1-32,758 (+)

MGV-GENOME-0229674: 1-33,254 (+)

IMGVR_UViG_3300045988_022891|3300045988|Ga0495776_144764: 1-33,254 (+)

MGV-GENOME-0229136: 1-33,152 (+)

OTU_3466: 1-33,771 (+)

MGV-GENOME-0234102: 1-34,127 (+)

IMGVR_UViG_3300014952_000014|3300014952|Ga0134432_100337: 1-33,018 (+)

MGV-GENOME-0234655: 1-34,241 (+)

uvig_477135: 1-34,241 (+)

uvig_302634: 1-30,270 (+)

IMGVR_UViG_3300045988_046485|3300045988|Ga0495776_002726: 1-34,131 (+)

OTU_3601: 1-32,892 (+)

SAMN11031437_a1_ct267: 1-33,220 (+)

IMGVR_UViG_3300045988_060147|3300045988|Ga0495776_145337: 1-33,472 (+)

IMGVR_UViG_3300045988_039837|3300045988|Ga0495776_061533: 1-33,012 (+)

uvig_493418: 1-32,506 (+)

IMGVR_UViG_3300045988_066066|3300045988|Ga0495776_103995: 1-33,581 (+)

MGV-GENOME-0231348: 1-33,581 (+)

IMGVR_UViG_3300029236_000024|3300029236|Ga0169721_100711: 1-33,684 (+)

MGV-GENOME-0237605: 1-34,824 (+)

SAMEA2580140_a1_ct91126_vs1: 1-33,149 (+)

Ma_2019_SRR413559_NODE_478_length_35543_cov_20.736559: 1-35,543 (+)

SAMN00791904_a1_ct5872: 1-35,488 (+)

uvig_326107: 1-35,543 (+)

IMGVR_UViG_3300045988_011728|3300045988|Ga0495776_002321: 1-33,649 (+)

uvig_550134: 1-34,332 (+)

uvig_563478: 1-34,336 (+)

MGV-GENOME-0236328: 1-34,584 (+)

IMGVR_UViG_3300045988_023109|3300045988|Ga0495776_003207: 1-34,584 (+)

MGV-GENOME-0231796: 1-33,673 (+)

uvig_185915: 1-33,673 (+)

IMGVR_UViG_3300029708_000027|3300029708|Ga0245189_100986: 1-33,749 (+)

IMGVR_UViG_3300045988_028098|3300045988|Ga0495776_060992: 1-32,843 (+)

MGV-GENOME-0236321: 1-34,583 (+)

SAMEA2737655_a1_ct20388: 1-34,528 (+)

IMGVR_UViG_3300045988_020484|3300045988|Ga0495776_003241: 1-34,747 (+)

SAMEA3951789_b1_ct4: 1-34,693 (+)

uvig_250668: 1-31,418 (+)

uvig_255005: 1-27,908 (+)

MGV-GENOME-0225024: 1-32,400 (+)

MGV-GENOME-0218403: 1-31,278 (+)

uvig_372089: 1-22,848 (+)

SAMN10290222_a1_ct39229_vs1: 1-29,594 (-)

IMGVR_UViG_3300045988_030341|3300045988|Ga0495776_119536: 1-32,023 (+)

uvig_378512: 1-29,179 (+)

MGV-GENOME-0202279: 1-28,379 (+)

MGV-GENOME-0223123: 1-32,086 (+)

SRS057480_a1_ct7840: 1-31,987 (+)

SAMN10080899_a1_ct947: 1-32,202 (+)

SAMN10080910_a1_ct586: 1-32,770 (+)

SAMN10080892_a1_ct317: 1-33,127 (+)

SAMN10080901_a1_ct9677_vs1: 1-32,831 (+)

SRR7892430_NODE_11_length_32976_cov_22.686127: 1-32,976 (+)

SAMN11031415_a1_ct4268: 1-32,837 (+)

OTU_3468: 1-33,765 (+)

Giloteaux_145306_NODE_460_length_32891_cov_7.297003: 1-32,891 (+)

uvig_34116: 1-32,775 (+)

MGV-GENOME-0212407: 1-30,174 (+)

MGV-GENOME-0172240: 1-23,511 (+)

uvig_475355: 1-23,511 (+)

SAMN06164997_a1_ct12412_vs1: 1-24,894 (+)

uvig_333249: 1-24,638 (+)

MGV-GENOME-0179825: 1-24,638 (+)

MGV-GENOME-0171586: 1-23,420 (+)

MGV-GENOME-0158694: 1-21,645 (+)

uvig_33540: 1-27,750 (+)

MGV-GENOME-0198727: 1-27,750 (+)

MGV-GENOME-0186704: 1-25,715 (+)

uvig_242086: 1-25,712 (+)

MGV-GENOME-0212332: 1-30,160 (+)

OTU_3510: 1-33,554 (+)
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