MGV-GENOME-0220733:1-31,678 (+)

COC 0 HOONBCEDIDM— 0 D OUDEMLEICCIEOMEDIOHED

MGV-GENOME-0196523: 1-27,357 (+)

MGV-GENOME-0252649:1-37,184 (+)

o 2 OHPEONIEEDION

MGV-GENOME-0248173:1-36,439 (+)

MGV-GENOME-0212431:1-30,179 (+)

o 20 OHOENOCEDION 0 0T KO ODEIDOMEDHEMRERINOHCD

MGV-GENOME-0267887:1-31,749 (+)

o O HOENPEDDION 0

MGV-GENOME-0341385: 1-45,464 (+)

o O OHOEONPEDDION

SAMEA2580118_a1_ct7286_vs1: 1-50,850 (+)

MGV-GENOME-0218573:1-31,309 (+)

I B, b)) D0 b ) B D B WY WG W DR RY b e b,

MGV-GENOME-0342108: 1-31,758 (+)

MGV-GENOME-0193566:1-26,849 (+)

I I ., W)\ DD, b ) B b B W Y A G A R AN B VD B

uvig_28058:1-33,602 (+)

MGV-GENOME-0228150: 1-32,953 (+)

o 2 OHOEONIEEDION

uvig 32323:1-42,160 (+)

o 2 OHOEONIEEDION

MGV-GENOME-0223242: 1-32,105 (+)

I B W b ) Y P20 -EGGNEDTDEDLEMCOROIMIREIOTHDD

uvig_337887:1-33,286 (+)
}
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