
SRS014578_a1_ct23942_vs1: 1-37,000 (+)

SRS052061_a1_ct38261_vs1: 1-36,866 (+)

MGV-GENOME-0230206: 1-33,357 (-)

IMGVR_UViG_3300045988_177667|3300045988|Ga0495776_018584: 1-42,798 (+)

SAMEA2737927_b1_ct5: 1-42,743 (+)

MGV-GENOME-0286235: 1-43,439 (+)

IMGVR_UViG_3300045988_172604|3300045988|Ga0495776_027700: 1-42,089 (+)

IMGVR_UViG_3300045988_174263|3300045988|Ga0495776_055926: 1-43,355 (+)

SAMEA2737945_b1_ct1: 1-43,254 (+)

MGV-GENOME-0285785: 1-43,340 (+)

IMGVR_UViG_3300009381_000015|3300009381|Ga0115415_1000314: 1-42,995 (+)

IMGVR_UViG_3300006322_000017|3300006322|Ga0099623_1000182: 1-42,906 (+)

SRS017139_a1_ct20032: 1-42,916 (+)

IMGVR_UViG_3300045988_153990|3300045988|Ga0495776_135458: 1-42,716 (+)

IMGVR_UViG_7000000713_000064|7000000713|SRS024355_LANL_scaffold_62608: 1-40,629 (+)

MGV-GENOME-0285614: 1-43,302 (+)

IMGVR_UViG_3300045988_167725|3300045988|Ga0495776_110226: 1-41,529 (+)

IMGVR_UViG_3300045988_169798|3300045988|Ga0495776_019460: 1-43,078 (+)

SAMEA2737894_b1_ct4: 1-42,922 (+)

MGV-GENOME-0276565: 1-41,542 (+)

IMGVR_UViG_3300045988_167716|3300045988|Ga0495776_094781: 1-43,025 (+)

SAMEA2737947_b1_ct1_vs2: 1-43,690 (+)

MGV-GENOME-0277918: 1-40,896 (+)

IMGVR_UViG_3300045988_172878|3300045988|Ga0495776_112363: 1-42,352 (+)

MGV-GENOME-0280609: 1-42,352 (+)

SRS098567_a1_ct26954: 1-43,396 (+)

SRS147126_a1_ct21305_vs1: 1-43,212 (+)

SRS047126_a1_ct11391_vs1: 1-41,156 (+)

MGV-GENOME-0275808: 1-41,386 (+)

IMGVR_UViG_3300045988_173145|3300045988|Ga0495776_019599: 1-43,226 (+)

SAMEA2738007_b1_ct5: 1-43,144 (+)

MGV-GENOME-0284494: 1-43,073 (+)

IMGVR_UViG_3300045988_160651|3300045988|Ga0495776_094896: 1-43,073 (+)

MGV-GENOME-0286116: 1-43,412 (+)

IMGVR_UViG_3300045988_169391|3300045988|Ga0495776_135544: 1-42,752 (+)

MGV-GENOME-0282629: 1-42,759 (+)

IMGVR_UViG_3300045988_177530|3300045988|Ga0495776_018578: 1-42,792 (+)

SAMEA2737896_b1_ct5: 1-42,870 (+)

SAMEA2737988_b1_ct5: 1-43,205 (+)

MGV-GENOME-0284399: 1-43,055 (+)

MGV-GENOME-0284999: 1-43,170 (+)

IMGVR_UViG_3300045988_165125|3300045988|Ga0495776_019595: 1-43,222 (+)

MGV-GENOME-0281811: 1-42,602 (+)

MGV-GENOME-0280868: 1-42,407 (+)

IMGVR_UViG_3300008408_000011|3300008408|Ga0115077_100233: 1-42,694 (+)

MGV-GENOME-0262550: 1-38,903 (+)

SAMEA2737900_b1_ct5: 1-42,713 (+)

MGV-GENOME-0282680: 1-42,767 (+)

MGV-GENOME-0284618: 1-43,102 (+)

SAMEA2737958_b1_ct3: 1-43,190 (+)

SRS077855_a1_ct12864_vs1: 1-42,550 (+)

IMGVR_UViG_3300045988_164138|3300045988|Ga0495776_018543: 1-42,735 (+)

SAMEA2737960_b1_ct1: 1-42,813 (+)

IMGVR_UViG_3300045988_173072|3300045988|Ga0495776_002110: 1-42,027 (+)

MGV-GENOME-0279566: 1-42,146 (+)

SAMEA2737973_b1_ct2: 1-42,091 (+)

SRS143218_a1_ct36263_vs01: 1-43,607 (+)

MGV-GENOME-0282520: 1-42,739 (+)

SAMEA2737949_b1_ct3: 1-42,667 (+)

IMGVR_UViG_3300045988_160626|3300045988|Ga0495776_018547: 1-42,739 (+)

SRS144382_a1_ct36269_vs1: 1-43,061 (+)

SRS146830_a1_ct4259: 1-43,067 (+)

IMGVR_UViG_3300045988_157745|3300045988|Ga0495776_019731: 1-43,440 (+)

SRS147547_a1_ct14153: 1-43,146 (+)

SAMEA2738022_b1_ct4: 1-42,889 (+)

MGV-GENOME-0283736: 1-42,938 (+)

IMGVR_UViG_3300045988_166081|3300045988|Ga0495776_002597: 1-42,511 (+)

MGV-GENOME-0279916: 1-42,213 (+)

MGV-GENOME-0256713: 1-37,883 (-)

MGV-GENOME-0285568: 1-43,292 (+)

SAMEA2737936_b1_ct1: 1-43,081 (+)

SRS104842_a1_ct62885_vs1: 1-42,472 (+)

IMGVR_UViG_3300008161_000008|3300008161|Ga0110913_1000126: 1-42,828 (+)

MGV-GENOME-0282073: 1-42,657 (+)

IMGVR_UViG_3300045988_168234|3300045988|Ga0495776_018484: 1-42,657 (+)

SRS147184_a1_ct20246: 1-43,097 (+)

IMGVR_UViG_7000000026_000042|7000000026|SRS011255_Baylor_scaffold_7576: 1-42,338 (+)

IMGVR_UViG_3300006461_000008|3300006461|Ga0100060_100122: 1-42,410 (+)

SRS011255_a1_ct29455_vs1: 1-39,336 (+)

IMGVR_UViG_3300045988_167869|3300045988|Ga0495776_027715: 1-42,095 (+)

SRS045015_a1_ct47565_vs1: 1-40,916 (+)

SRS017634_a1_ct27936: 1-43,309 (+)

SRS148157_a1_ct170336: 1-42,756 (+)

IMGVR_UViG_3300009964_000010|3300009964|Ga0133739_10010: 1-43,325 (+)

IMGVR_UViG_3300028519_000104|3300028519|Ga0307828_1098: 1-43,325 (+)

IMGVR_UViG_3300045988_151420|3300045988|Ga0495776_019395: 1-42,976 (+)

MGV-GENOME-0281950: 1-42,631 (+)

IMGVR_UViG_3300045988_167597|3300045988|Ga0495776_095159: 1-43,177 (+)

MGV-GENOME-0286048: 1-43,396 (+)

SRS149334_a1_ct5819: 1-42,713 (+)

SRS056951_a1_ct10565_vs1: 1-43,075 (+)

SAMEA2737937_b1_ct1: 1-43,124 (+)

IMGVR_UViG_3300045988_172130|3300045988|Ga0495776_002229: 1-42,190 (+)

SAMEA2737922_b1_ct1: 1-42,281 (+)

MGV-GENOME-0282572: 1-42,747 (+)

IMGVR_UViG_3300045988_152678|3300045988|Ga0495776_018589: 1-42,803 (+)

SAMEA2737898_b1_ct5: 1-42,829 (+)

IMGVR_UViG_3300008281_000006|3300008281|Ga0113996_1000311: 1-43,128 (+)

IMGVR_UViG_3300008746_000001|3300008746|Ga0114084_1000276: 1-43,081 (+)

IMGVR_UViG_3300045988_173822|3300045988|Ga0495776_135945: 1-42,857 (+)

SRS075767_a1_ct421: 1-43,107 (+)

MGV-GENOME-0221191: 1-31,757 (+)

SRS148290_a1_ct96323_vs1: 1-36,268 (+)

MGV-GENOME-0197549: 1-27,540 (-)

MGV-GENOME-0175364: 1-23,969 (-)

MGV-GENOME-0213359: 1-30,358 (-)

SRS148205_a1_ct30958_vs1: 1-36,035 (+)

SRS018443_a1_ct32189_vs1: 1-65,360 (+)

MGV-GENOME-0243016: 1-35,654 (+)

MGV-GENOME-0222938: 1-32,059 (+)

20000 nt

AMR (AMRFinderPlus)


