
MGV-GENOME-0372180: 1-119,617 (+)

SAMEA1906448_a1_ct96006_vs1: 1-118,374 (+)

MGV-GENOME-0372216: 1-119,811 (+)

SAMN10080898_a1_ct27318_vs1: 1-123,131 (+)

uvig_168480: 1-136,810 (+)

MGV-GENOME-0371890: 1-117,772 (+)

MGV-GENOME-0374704: 1-140,597 (+)

SAMN00792029_a1_ct9443: 1-140,506 (+)

Ma_2019_SRR413684_NODE_38_length_140563_cov_86.416304: 1-140,563 (+)

MGV-GENOME-0374506: 1-138,984 (+)

SAMN09781686_a1_ct4302_vs1: 1-139,570 (+)

uvig_584920: 1-139,523 (+)

MGV-GENOME-0374138: 1-135,791 (+)

uvig_178769: 1-139,383 (+)

MGV-GENOME-0372429: 1-121,303 (+)

50000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


