I I, B G b B

MGV-GENOME-0245126:1-27,512 (+)

O O HIE O

MGV-GENOME-0251752: 1-28,224 (+)

D D D G D

MGV-GENOME-0193454: 1-26,829 (+)

I I, B G, b B

MGV-GENOME-0225280: 1-32,016 (+)

o O HIE O

MGV-GENOME-0218934: 1-29,458 (+)

O O HE O

MGV-GENOME-0237697: 1-30,350 (+)

I I, B G b B

MGV-GENOME-0216074: 1-28,725 (+)

O O HIE O

MGV-GENOME-0230462: 1-29,375 (+)

D e G b

MGV-GENOME-0230338: 1-28,776 (+)

I I, N G b B,

MGV-GENOME-0251696: 1-33,646 (+)

D D e G b

MGV-GENOME-0267366:1-38,716 (+)

o O HE O

MGV-GENOME-0203503: 1-26,782 (+)

uvig_282700: 1-22,255 (+)
uvig 270578:1-21,540 (+)

uvig 444325 :1-21,655 (+)

} 10000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




