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TemPhD_cluster_61505: 1-38,350 (+)
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IMGVR_UViG_2938677204_000002|2938677204|2938677213|31102-67455: 1-36,354 (+)
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TemPhD_cluster_33190: 1-38,499 (+)
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TemPhD_cluster_33420: 1-36,322 (+)
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TemPhD_cluster_19527:1-36,427 (+)
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IMGVR_UViG_2938698525_000001|2938698525|2938698535|49640-88789: 1-39,150 (+)

o 0 0 PP DA O o OB HHOHEDC ] CIEKIAKADEDH - H DD

TemPhD_cluster_61791:1-37,412 (+)
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TemPhD_cluster_51359: 1-35,225 (+)
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TemPhD_cluster_51629: 1-34,100 (+)
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IMGVR_UViG_2938686344_000002(2938686344|2938686345|1224645-1259005: 1-34,361 (+)
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TemPhD_cluster_50555: 1-38,455 (+)
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TemPhD_cluster_28133: 1-36,683 (+)
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IMGVR_UViG_2938701082_000002|2938701082|2938701084|215084-252105: 1-37,022 (+)
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IMGVR _UViG_2718218477_000001|2718218477|2718229307(147136-183337: 1-36,202 (+)

IMGVR_UVIG_2718218061_000001|2718218061|2718228502[137284-171592: 1-34,309 (+)
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