SRS016393_al_ct16079_vs1:1-52,069 (+)

%%

IMGVR_UViG_2537561982_000001|2537561982|2537613643|218949-266177:1-47,229 (+)
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MGV-GENOME-0337151: 1-48,430 (+)

—_—
SRS015650_a1_ct7201_vs1:1-53,324 (+)

%

IMGVR_UViG_3300006457_000005|3300006457|Ga0100214_100069: 1-36,244 (+)

%%

MGV-GENOME-0323994: 1-37,720 (+)

MGV-GENOME-0288470:1-35,762 (+)

é

—
SRS024289 al ct26079 vs01:1-40,379 (+)

%

IMGVR_UViG_2823306352_000002|2823306352|2823306358|3-44400: 1-44,398 (+)

TemPhD_cluster_40704: 1-45,641 (+)

%%

IMGVR_UViG_3300045988_178741|3300045988|Ga0495776_071727:1-40,127 (+)
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MGV-GENOME-0269247:1-40,127 (+)
20000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




