
IMGVR_UViG_3300028507_000008|3300028507|Ga0307849_1021: 1-41,505 (+)

OTU_1856: 1-41,600 (+)

SRS144759_a1_ct10915: 1-41,197 (+)

SRS143310_a1_ct41658_vs1: 1-42,997 (+)

SAMN11031415_a1_ct3157: 1-41,405 (+)

OTU_1892: 1-41,451 (+)

OTU_1731: 1-42,218 (+)

OTU_2042: 1-40,836 (+)

OTU_1879: 1-41,508 (+)

IMGVR_UViG_3300008493_000026|3300008493|Ga0111009_1000267: 1-41,035 (+)

IMGVR_UViG_3300007208_000021|3300007208|Ga0103291_100397: 1-41,110 (+)

IMGVR_UViG_3300007977_000255|3300007977|Ga0111542_100020|35169-77803: 1-42,635 (+)

SAMN05827186_a1_ct1936: 1-40,570 (+)

SRS098533_a1_ct10045: 1-40,778 (+)

IMGVR_UViG_3300008589_000005|3300008589|Ga0111083_100077: 1-42,192 (+)

TemPhD_cluster_24526: 1-41,601 (+)

SAMN10080920_a1_ct1564: 1-40,927 (+)

SRS077016_a1_ct2403_vs1: 1-40,538 (+)

Zhao_Case_2_NODE_4_length_41482_cov_1323.776064: 1-41,482 (+)

OTU_2086: 1-40,668 (+)

OTU_1981: 1-41,111 (+)

IMGVR_UViG_3300045988_011720|3300045988|Ga0495776_008323: 1-41,264 (+)

IMGVR_UViG_3300007125_000042|3300007125|Ga0102700_1000405: 1-40,013 (+)

SRS144609_a1_ct35151_vs1: 1-40,036 (+)

SAMN11031318_a1_ct257: 1-41,234 (+)

SAMN11031413_a1_ct1169: 1-41,404 (+)

SRS148973_a1_ct11426: 1-41,282 (+)

OTU_1998: 1-41,020 (+)

OTU_1963: 1-41,170 (+)

IMGVR_UViG_3300008611_000036|3300008611|Ga0111137_1000245: 1-40,687 (+)

uvig_577290: 1-40,829 (+)

SRS097966_a1_ct25930: 1-41,243 (+)

OTU_1909: 1-41,392 (+)

OTU_1947: 1-41,254 (+)

SAMN11031314_a1_ct3037: 1-41,426 (+)

IMGVR_UViG_3300008278_000019|3300008278|Ga0114262_100209: 1-41,925 (+)

IMGVR_UViG_3300014515_000002|3300014515|Ga0169874_100124: 1-41,726 (+)

SAMEA2580286_a1_ct2463: 1-41,626 (+)

uvig_109461: 1-41,681 (+)

SRS076951_a1_ct32440_vs1: 1-40,920 (+)

MGV-GENOME-0273007: 1-40,860 (+)

SAMN00779901_a1_ct3209: 1-40,741 (+)

uvig_315585: 1-46,197 (+)

SRS043942_a1_ct6163: 1-40,529 (+)

IMGVR_UViG_3300008345_000019|3300008345|Ga0115409_100157: 1-41,475 (+)

IMGVR_UViG_3300007196_000002|3300007196|Ga0103270_100189: 1-41,434 (+)

SRS014684_a1_ct24011_vs1: 1-41,522 (+)

IMGVR_UViG_3300008154_000002|3300008154|Ga0114321_1000206: 1-41,428 (+)

SAMN05826681_a1_ct55: 1-41,365 (+)

OTU_2111: 1-40,520 (+)

IMGVR_UViG_3300045988_016889|3300045988|Ga0495776_168972: 1-41,941 (+)

IMGVR_UViG_3300006254_000009|3300006254|Ga0099365_1000046: 1-41,049 (+)

SRS054687_a1_ct29585_vs1: 1-40,898 (+)

uvig_314333: 1-41,347 (+)

SAMN00001775_b1_ct3: 1-41,292 (+)

uvig_315499: 1-41,347 (+)

IMGVR_UViG_3300045988_012657|3300045988|Ga0495776_001019: 1-41,410 (+)

SRS143879_a1_ct20587: 1-41,455 (+)

OTU_1761: 1-42,048 (+)

IMGVR_UViG_3300008138_000002|3300008138|Ga0114843_100194: 1-41,191 (+)

SAMN11031386_a1_ct396: 1-40,483 (+)

uvig_446689: 1-41,120 (+)

SRS102808_a1_ct21631: 1-40,451 (+)

IMGVR_UViG_3300007924_000189|3300007924|Ga0113552_100271|3727-44271: 1-40,545 (+)

SRS015209_a1_ct8809: 1-40,813 (+)

IMGVR_UViG_3300008715_000037|3300008715|Ga0115609_1000295: 1-41,214 (+)

IMGVR_UViG_3300008707_000002|3300008707|Ga0115605_100006: 1-41,219 (+)

IMGVR_UViG_3300006320_000002|3300006320|Ga0099576_1000216: 1-41,219 (+)

IMGVR_UViG_3300007086_000001|3300007086|Ga0103278_100005: 1-41,202 (+)

OTU_1710: 1-42,344 (+)

IMGVR_UViG_3300007220_000034|3300007220|Ga0104054_100508: 1-40,352 (+)

SRS098620_a1_ct3277: 1-39,887 (+)

IMGVR_UViG_3300007966_000010|3300007966|Ga0105959_100285: 1-42,936 (+)

IMGVR_UViG_3300008125_000011|3300008125|Ga0114856_1000302: 1-41,685 (+)

SRS047219_a1_ct12763: 1-41,605 (+)

OTU_1958: 1-41,200 (+)

SRS016002_a1_ct35095_vs1: 1-38,320 (+)

uvig_576326: 1-46,975 (+)

uvig_576336: 1-40,790 (+)

SAMEA5803440_a1_ct31: 1-41,257 (+)

TemPhD_cluster_21729: 1-41,533 (+)

uvig_312351: 1-43,814 (+)

IMGVR_UViG_2814123218_000001|2814123218|2814186254|1191824-1234391: 1-42,568 (+)

IMGVR_UViG_2882406111_000001|2882406111|2882406123|499175-542236: 1-43,062 (+)

uvig_376266: 1-40,775 (+)

uvig_375556: 1-39,777 (+)

SRS075987_a1_ct11510: 1-41,519 (+)

OTU_1933: 1-41,295 (+)

Reyes_2015_F121_T1_NODE_8_length_41826_cov_73.917696: 1-41,826 (+)

IMGVR_UViG_3300008626_000002|3300008626|Ga0111364_100207: 1-41,886 (+)

IMGVR_UViG_3300045988_012877|3300045988|Ga0495776_172866: 1-41,138 (+)

MGV-GENOME-0298097: 1-41,138 (+)

SAMN00691189_b1_ct2: 1-41,152 (+)

SAMN11031433_a1_ct1691: 1-41,221 (+)

MGV-GENOME-0277372: 1-41,705 (+)

IMGVR_UViG_3300045988_011526|3300045988|Ga0495776_070726: 1-41,705 (+)

SAMN09781745_a1_ct67798_vs1: 1-40,560 (+)

SAMN10080928_a1_ct1029: 1-41,265 (+)

OTU_1772: 1-41,986 (+)

SAMN11031282_a1_ct8232: 1-42,072 (+)

SRS016969_a1_ct32080_vs1: 1-40,416 (+)

SRS052227_a1_ct3012: 1-41,041 (+)

IMGVR_UViG_3300008279_000035|3300008279|Ga0114263_1000143: 1-41,126 (+)

SRS078733_a1_ct14500: 1-41,435 (+)

SRS015941_a1_ct19854_vs1: 1-37,349 (+)

MGV-GENOME-0250390: 1-36,798 (+)

OTU_3473: 1-33,727 (+)

10000 nt
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