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MGV-GENOME-0274953:1-41,221 (+)
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MGV-GENOME-0270177: 1-40,307 (+)
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MGV-GENOME-0291711: 1-40,700 (+)

MGV-GENOME-0264754:1-39,286 (+)
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Ma_2019_SRR413767_NODE_457_length_42023_cov_12.886223:1-42,023 (+)

MGV-GENOME-0278974:1-39,701 (+)
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MGV-GENOME-0234804: 1-34,270 (+) [
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MGV-GENOME-0283803: 1-42,946 (+)
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L]
MGV-GENOME-0272890: 1-40,841 (+)
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ivig_229:1-36,211 (+)

MGV-GENOME-0262686: 1-38,924 (+)

MGV-GENOME-0257718: 1-38,058 (+)
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OTU_4346:1-27,139 (+)
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uvig 159614:1-38,884 (+)
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MGV-GENOME-0214919:1-28,304 (+)
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