| DO Do

MGV-GENOME-0147067:1-20,113 (+)

| )OI DD I

MGV-GENOME-0144304: 1-19,784 (+)

| ) ID DD I

MGV-GENOME-0143426:1-19,680 (+)

| DO Do A

MGV-GENOME-0146742:1-20,074 (+)

| DI D DD I D

MGV-GENOME-0203466: 1-28,590 (+)

| )OI D DD I

MGV-GENOME-0198897:1-27,776 (+)

| DO Do

MGV-GENOME-0202541: 1-28,429 (+)

| DO D PO

MGV-GENOME-0196359: 1-27,326 (+)

| LI D DD D

MGV-GENOME-0195306: 1-27,140 (+)

| I DD D

MGV-GENOME-0204070: 1-28,693 (+)

| DO PO

MGV-GENOME-0189476:1-26,167 (+)

| PO D00 A X

Han_2018_ERR1398115_NODE_99_length_25029_cov_12.147233:1-25,029 (+)
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MGV-GENOME-0223232: 1-27,372 (+)
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MGV-GENOME-0196166:1-27,292 (+)
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MGV-GENOME-0169142:1-23,075 (+)
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