
uvig_540736: 1-57,712 (+)

MGV-GENOME-0327367: 1-57,710 (+)

OTU_706: 1-60,063 (+)

SRS098886_a1_ct796: 1-60,979 (+)

MGV-GENOME-0315107: 1-50,926 (+)

MGV-GENOME-0332632: 1-60,486 (+)

SAMEA2738148_b1_ct2: 1-60,444 (+)

MGV-GENOME-0332564: 1-60,448 (+)

MGV-GENOME-0331627: 1-59,938 (+)

MGV-GENOME-0330746: 1-59,456 (+)

MGV-GENOME-0332648: 1-60,493 (+)

SRS074676_a1_ct15121: 1-61,809 (+)

SRS016225_a1_ct10253: 1-59,988 (+)

Nadia_combined_trimmed_NODE_16_length_57569_cov_60.819227: 1-57,569 (+)

MGV-GENOME-0305533: 1-48,392 (+)

20000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene


