
TemPhD_cluster_24932: 1-34,207 (+)

TemPhD_cluster_62682_: 1-33,884 (+)

TemPhD_cluster_33658: 1-32,974 (+)

IMGVR_UViG_2545824537_000003|2545824537|2545837065|527295-560064: 1-32,770 (+)

IMGVR_UViG_2563367059_000014|2563367059|2563420295|75240-108715: 1-33,476 (+)

TemPhD_cluster_52422: 1-30,449 (+)

TemPhD_cluster_52146: 1-31,651 (+)

TemPhD_cluster_30740: 1-30,083 (+)

TemPhD_cluster_44298: 1-30,294 (+)

TemPhD_cluster_63580: 1-29,992 (-)

IMGVR_UViG_2718218258_000001|2718218258|2718228897|648322-680181: 1-31,860 (+)

uvig_370082: 1-30,938 (+)

TemPhD_cluster_33728: 1-31,848 (+)

SAMEA2737832_a1_ct145430_vs1: 1-35,325 (+)

TemPhD_cluster_37927: 1-32,393 (+)

TemPhD_cluster_62988_: 1-32,521 (+)

IMGVR_UViG_2880028884_000001|2880028884|2880028884|630214-661654: 1-31,441 (+)

TemPhD_cluster_30531: 1-33,946 (+)

TemPhD_cluster_43750: 1-33,946 (+)

IMGVR_UViG_640753032_000002|640753032|640753018|3803336-3837148: 1-33,813 (+)

TemPhD_cluster_51901: 1-32,779 (+)

TemPhD_cluster_43749: 1-33,967 (+)

TemPhD_cluster_51682: 1-33,961 (+)

IMGVR_UViG_2718218004_000001|2718218004|2718228395|656462-692423: 1-35,962 (+)

IMGVR_UViG_2588254061_000001|2588254061|2588302793|717670-749188: 1-31,519 (+)

uvig_298824: 1-31,993 (+)

SAMN00998693_a1_ct14424_vs1: 1-34,881 (+)

IMGVR_UViG_2568526634_000008|2568526634|2568584247|558337-589955: 1-31,619 (+)

TemPhD_cluster_51363: 1-35,221 (+)

IMGVR_UViG_2657245549_000007|2657245549|2657312999|586940-619064: 1-32,125 (+)

TemPhD_cluster_52210: 1-31,372 (+)

TemPhD_cluster_63247_: 1-31,452 (+)

TemPhD_cluster_63640: 1-29,723 (+)

TemPhD_cluster_44009: 1-31,942 (+)

TemPhD_cluster_10984: 1-31,496 (+)

TemPhD_cluster_62861_: 1-33,127 (+)

TemPhD_cluster_43864: 1-33,134 (+)

IMGVR_UViG_2687453105_000002|2687453105|2687453484|714481-746492: 1-32,012 (+)

TemPhD_cluster_62760_: 1-33,575 (+)

SAMN01041781_a1_ct7097_vs1: 1-34,411 (+)

TemPhD_cluster_23858_: 1-32,513 (+)

TemPhD_cluster_9055: 1-32,513 (+)

TemPhD_cluster_51841: 1-33,312 (+)

IMGVR_UViG_2541047983_000002|2541047983|2541182911|70077-103628: 1-33,552 (+)

IMGVR_UViG_2671181010_000004|2671181010|2671304426|388133-421562: 1-33,430 (+)

IMGVR_UViG_2663763370_000006|2663763370|2663853295|458902-494018: 1-35,117 (+)

IMGVR_UViG_2695420679_000007|2695420679|2695465424|3-31638: 1-31,636 (+)

IMGVR_UViG_2588254055_000009|2588254055|2588302664|292980-329105: 1-36,126 (+)

TemPhD_cluster_62390: 1-35,093 (+)

TemPhD_cluster_43747: 1-33,927 (+)

TemPhD_cluster_62508: 1-34,694 (+)

TemPhD_cluster_43580: 1-35,085 (+)

TemPhD_cluster_51557: 1-34,422 (+)

TemPhD_cluster_33612: 1-33,580 (+)

IMGVR_UViG_2590828667_000005|2590828667|2590865118|386371-421288: 1-34,918 (+)

TemPhD_cluster_62606_: 1-34,262 (+)

IMGVR_UViG_3300025711_000241|3300025711|Ga0207696_1000183|46065-81636: 1-35,572 (+)

TemPhD_cluster_51371: 1-35,182 (+)

TemPhD_cluster_51471: 1-34,817 (+)

IMGVR_UViG_2690315738_000001|2690315738|2690319877|1222098-1260319: 1-38,222 (+)

IMGVR_UViG_2654587647_000003|2654587647|2654597626|189277-225589: 1-36,313 (+)

IMGVR_UViG_2667527966_000004|2667527966|2667597717|113267-149579: 1-36,313 (+)

IMGVR_UViG_2728369405_000002|2728369405|2728434834|658078-694390: 1-36,313 (+)

IMGVR_UViG_2698536385_000016|2698536385|2698546169|2-39701: 1-39,700 (+)

IMGVR_UViG_2718218148_000001|2718218148|2718228691|666985-705488: 1-38,504 (+)

TemPhD_cluster_37581_: 1-35,229 (+)

TemPhD_cluster_13573: 1-35,229 (+)

TemPhD_cluster_13567: 1-35,229 (+)

IMGVR_UViG_2886107907_000002|2886107907|2886107907|3324489-3363774: 1-39,286 (+)

MGV-GENOME-0156391: 1-21,337 (+)

uvig_139643: 1-21,076 (+)

uvig_317743: 1-23,214 (+)

IMGVR_UViG_2684622573_000002|2684622573|2684629744|5602-42141: 1-36,540 (+)

IMGVR_UViG_3300014667_000020|3300014667|Ga0121291_10100|1-36291: 1-36,291 (+)

TemPhD_cluster_51872: 1-32,982 (+)

IMGVR_UViG_2718217964_000001|2718217964|2718228296|661740-697478: 1-35,739 (+)

TemPhD_cluster_37856: 1-33,415 (+)

uvig_316791: 1-33,607 (+)

SAMN01774272_a1_ct2900: 1-32,674 (+)

IMGVR_UViG_2791355394_000003|2791355394|2791395208|149916-182284: 1-32,369 (+)

TemPhD_cluster_51614: 1-34,194 (+)

TemPhD_cluster_4457: 1-33,638 (+)

TemPhD_cluster_52467: 1-30,316 (+)

TemPhD_cluster_20047: 1-29,890 (+)

TemPhD_cluster_30611: 1-32,864 (+)

SAMEA1906531_a1_ct39853_vs1: 1-31,508 (+)

IMGVR_UViG_3300045988_122356|3300045988|Ga0495776_174837: 1-30,431 (+)

TemPhD_cluster_51416: 1-35,006 (+)

IMGVR_UViG_2636416123_000005|2636416123|2636587985|501-34201: 1-33,701 (+)

IMGVR_UViG_2907859159_000001|2907859159|2907859159|640192-673811: 1-33,620 (+)

TemPhD_cluster_43703: 1-34,229 (+)

TemPhD_cluster_62759_: 1-33,560 (+)

TemPhD_cluster_62609_: 1-34,233 (+)

TemPhD_cluster_52242: 1-31,272 (+)

TemPhD_cluster_52241: 1-31,272 (+)

TemPhD_cluster_62792_: 1-33,389 (+)

TemPhD_cluster_37784_: 1-33,754 (+)

TemPhD_cluster_63015_: 1-32,411 (+)

TemPhD_cluster_43962: 1-32,216 (+)

IMGVR_UViG_2860573271_000001|2860573271|2860573271|633336-667123: 1-33,788 (+)

TemPhD_cluster_62831_: 1-33,315 (+)

uvig_288241: 1-34,128 (+)

IMGVR_UViG_2877566093_000006|2877566093|2877566093|3427297-3460844: 1-33,548 (+)

TemPhD_cluster_30705: 1-30,801 (+)
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