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MGV-GENOME-0231669: 1-33,649 (+)
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MGV-GENOME-0231056: 1-33,528 (+)
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uvig 74437:1-31,068 (+)
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uvig 63206:1-29,937 (+)
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MGV-GENOME-0201600: 1-28,255 (+)
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MGV-GENOME-0223151:1-32,090 (+)
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MGV-GENOME-0239635: 1-35,172 (+) i
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MGV-GENOME-0218860: 1-31,362 (+)

D (BB ED Dy DD DD DD

uvig 148966:1-33,710 (+)
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MGV-GENOME-0232654: 1-33,839 (+)
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MGV-GENOME-0219644:1-31,495 (+)
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uvig_524318:1-28,167 (+)
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