L DO O ) DCDDHEAD-CNDIOE 0L >DIRIND-D-D

SAMEA2579986_al_ct2587_vs1:1-45,250 (+)

D)D) Y

uvig 113879:1-46,311 (+)

) D W) OO ) DODDI—CARMIWIOE OO0 T SDND-D-D

SRS075876_al _ct55332_ vs1:1-42,091 (+)

) )5 OO ! DODDGWIIWIOL 0 S S-DIDINDD-D

MGV-GENOME-0314671:1-39,983 (+)

O MO o0 ! ) POCDD-CIMBIMDEIOE D0 ST S>-DDWWD-O-D

OTU_1797:1-41,876 (+)

SAMN10080887_al_ct14129 vs1:1-41,881 (+)

D)D) DY

SRS019073_a1_ct19204 vs1: 1-47,503 (+)

~

) POCOIHEDDH-CKARDIMIOT LD O HOIOIADDD

O O Lo ) ) POCDEKARBIWOE 0D OC >-DDDMDD-D

IMGVR_UViG_3300008483_000194|3300008483|Ga0105906_1000017|41340-83986: 1-42,647 (+)

) o0 ) ) POCD-EKAMPMDET_ O o ST-MIDD-D

OTU_1680:1-42,544 (+)

D)D) o0 ) y DOCDI-CEKAEMDIMOOT O oD O HDDWDD-D

SAMN11031279_a1_ct9385: 1-42,209 (+)

) D)) o0 ) b POCDUHEDDEDDA—DDDAD-CKDINOOL L0 oL HDIOWIDD-D

SAMEA2580274 _al_ct4901 _vs1: 1-53,650 (+)

) D W) P o0 ) b PODDEKIDRONT O O SDDOMIDD-D

IMGVR_UViG_3300014520_000053|3300014520|Ga0169862_10001|154956-197476:1-42,521 (+)

DD ) POODI-EKIKHDIMDOT D0 o HDIMDD-D
o0 ) ) POCDI-ERIHNOE DD o SODND-D-D
OO ) POCDD-EXAEIDIOE OE 0T S0 H>-DWD-D-D

OTU_1777:1-41,937 (+)

SAMN11031309_al ct2312:1-41,783 (+)

SAMEA2738003_b1_ct1:1-42,770 (+)

IMGVR_UViG_3300028995_000065|3300028995|Ga0169683_100005[172894-214960: 1-42,067 (+)

o0 ) ) POCDI-EEMANOE OE 00 0 HDDWD-D-D
2O ! y PO D O HDIWIND-D-D

SRS142483 a1l ct25907:1-42,018 (+)

uvig 576246:1-42772 (+)

IMGVR_UViG_647000331_000002|647000331]647015246]4148-46493: 1-42,346 (+)

Lo )

MGV-GENOME-0281176:1-42,466 (+)

OTU_1725:1-42,265 (+)

uvig 298661:1-44,169 (+)

MGV-GENOME-0282077:1-42,657 (+

L0 )
2O )
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uvig 292754:1-47,897 (+)

IMGVR_UViG_3300045988_051599|3300045988|Ga0495776_172858: 1-41,477 (+)

MGV-GENOME-0282498:1-41,616 (+)

) )b, o0 )

MGV-GENOME-0281716:1-41,749 (+)

) )b, o0 )

IMGVR_UViG_3300045988_059697|3300045988|Ga0495776_177523: 1-41,749 (+)

) D)) DO

uvig 312612:1-41,508 (+)

O D0 Lo )

MGV-GENOME-0283328:1-42,861 (+)

) D )b o0 )

IMGVR_UViG_3300045988_055830|3300045988|Ga0495776_184625: 1-41,624 (+)

) B ))b Lo

Ma_2019_SRR413635_NODE_522_length_43703_cov_6.485360: 1-43,703 (+)

) B )» o0 )

IMGVR_UViG_3300045988_042847|3300045988|Ga0495776_151914: 1-43,281 (+)

) B )» 2O )

SAMNO0791980_a1_ct17983_vs1: 1-44,901 (+)

) B ))b O

MGV-GENOME-0292867:1-43,481 (+)
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uvig_244578:1-50,019 (+)

) )b, O y POCDDHD-EKAININT OO0 OC— >-DUDHIDD-D

IMGVR_UViG_3300045988_053845|3300045988|Ga0495776_163556: 1-42,955 (+)

Lo b Vo) I I I D I NS ), ) oV Vb

MGV-GENOME-0285908: 1-40,934 (+)

)

SAMNO0779900_a1_ct3735_vs1:1-49,221 (+)

IMGVR_UViG_3300045988_069548|3300045988|Ga0495776_179589: 1-42,588 (+)
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DO ) PODCD-EREGBH-HIOC CODE C— {DD-D-D
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SAMN11031336_al ct5141:1-41,405 (+)

IMGVR_UViG_3300045988_016128|3300045988|Ga0495776_110359: 1-41,592 (+)

MGV-GENOME-0312367: 1-41,433 (+)

IMGVR_UViG_7000000326_000002|7000000326|SRS013879_WUGC _scaffold_42903: 1-41,288 (+)

) )b, O ) POIDDUI-CRAGND- IO D0 O SOOI

IMGVR_UViG_3300007803_000015|3300007803|Ga0105780_100212: 1-41,361 (+)

) D)D), OO ) PODDO-CRAMNNOEDE 0T OC— SDINDOD

IMGVR_UViG_3300007297_000002|3300007297|Ga0104793_100388: 1-41,292 (+)

O PO O ) POCEO-CRAMNNTT_DO0E_OC SO0

OTU_1793:1-41,887 (+)

) D))» O b PODEO-EKAGMD-IOC S0 S0 S>-DRRIDOID

OTU_1792:1-41,887 (+)

D)D) 5D YV ) DODDI-EXARNHDO O DR

OTU_1871:1-41,547 (+)

) )b O N N POIDDI-CERAGDOE S0 O S-DRRIDD

OTU_1865:1-41,566 (+)

) )b, O y PODDIEHDHOC oD O HDIDIDD-D

IMGVR_UViG_3300014947_000005|3300014947|Ga0169813_100597: 1-41,685 (+)

%

OTU_1868:1-41,556 (+)

) )b,

OTU_1801:1-41,856 (+)

) )b,

OTU_1872:1-41,546 (+)

) )b,

OTU_1807:1-41,839 (+)

) )b,

OTU_1867:1-41,558 (+)

D) D) D

uvig 112095:1-41,857 (+)

[ 00

OTU_1682:1-42,537 (+)

) )b,

IMGVR_UViG_3300029007_000003|3300029007|Ga0169678_100247: 1-41,794 (+)

) D) D OO

OTU_1911:1-41,382 (+)

[ 00 oo

IMGVR_UViG_3300014196_000004|3300014196|Ga0134365_100099: 1-41,573 (+)

O MO PO

IMGVR_UViG_7000000583_000052|7000000583|SRS019974 Baylor_scaffold_36857:1-41,453 (+)

O DO O

IMGVR_UViG_3300008099_000018|3300008099|Ga0114261_100117:1-41,963 (+)

) )5 W)Y DO

IMGVR_UViG_3300007339_000139|3300007339|Ga0104971_100040[13752-54795: 1-41,044 (+)

) )b, DO

IMGVR_UViG_3300007314_000003|3300007314|Ga0104968_100215: 1-41,174 (+)

A MO0 OO

IMGVR_UViG_3300007220_000007|3300007220|Ga0104054_100488: 1-41,390 (+)

[ 00 o

IMGVR_UViG_3300008306_000006|3300008306|Ga0115184_1000057: 1-41,593 (+)

) D)D), O

OTU_1883:1-41,495 (+)

O YOI O

OTU_1860:1-41,582 (+)

) )5 W) oo

IMGVR_UViG_3300008436_000004|3300008436|Ga0115418_100291: 1-42,864 (+)
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N7 N NS
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DO ) POCDIHEKAHMHIOC S0 O DODND-D-D

uvig 318022:1-41,617 (+)

) D) D OO

IMGVR_UViG_3300045988_033285|3300045988|Ga0495776_001038: 1-41,448 (+)

) D) D O

uvig 473292: 1-41,162 (+)

) )b, O

MGV-GENOME-0275134:1-41,259 (+)

D) D) D OO

IMGVR_UViG_3300008537_000286|3300008537|Ga0111051_100287|2-43683: 1-43,682 (+)

N N N NS N

IMGVR_UViG_3300008275_000016|3300008275|Ga0114253_1000249: 1-42,433 (+)

[ 00 oo ) DODOO-IOE L 0 IR0

IMGVR_UViG_3300008742_000018|3300008742|Ga0115672_100211: 1-39,932 (+)

O D0 DO b DACEOEKAHHDOE D0 O D>DNDIBD-D

IMGVR_UViG_3300028979_000023|3300028979|Ga0169667_10013|115838-157104: 1-41,267 (+)

OO0 DO ) OADCO-CHAAANOC OC oD T HP-D-D

! ! DACCO-CRAGHDINOE 0 O IO
) ) D, DO EDDICOO-CHEND- O 0T O HTEWD-D-D

OTU_2026: 1-40,881 (+)

IMGVR_UViG_3300008273_000004/3300008273]|Ga0114250_100112: 1-47,489 (+)

OTU_2077:1-40,698 (+)

D)D)/ O OAEPOEEDHEKARNANOE OE o0 O HDIRD-DID

OTU_1886:1-41,480 (+)

) )5 )b oo

SRS148284 a1l _ct5636:1-42,700 (+)

) D)D), O

IMGVR_UViG_3300045988_025484|3300045988|Ga0495776_177278:1-39,833 (+)

) D)D), OO

uvig 297826:1-36,287 (+)

[ 00 o

uvig_249476:1-42,427 (+)

C O OO0 DD

IMGVR_UViG_3300039364_000003|3300039364|Ga0169251 00173: 1-41,749 (+)

O -0 DO

IMGVR_UViG_3300045988_012431|3300045988|Ga0495776_185238: 1-38,874 (+)

) )5 o

IMGVR_UViG_3300008515_000017|3300008515|Ga0115189_1000192: 1-41,449 (+)

O DO Lo )

IMGVR_UViG_3300008136_000008|3300008136|Ga0113979_100487: 1-42,169 (+)

N N L N N L

) ) D D YD ) DODDI-CEKAHNHNOT L0 SN

uvig 318444:1-41,058 (+)

) ) V)5 O N DODEO-CRIAH-NL D0 HIRHDD-D

OTU_2944:1-36,469 (+)

D)D) D, o0 X N POODD-DEE-CXRIEM-NOT SO0 O S-DDOD

uvig 372619:1-44,440 (+)

) )b OO XKD o O0E o PRI

MGV-GENOME-0331569: 1-34,711 (+)

O PO PO SC o0 O S>DRRBD-D

OTU_4666:1-24,933 (+)

O PO PODEBDACKAGND- T 0 O IR0

- -
MGV-GENOME-0316072: 1-28,317 (+)

O DO PO OC 0T 5T -DRDID-D-D

- -
MGV-GENOME-0207028:1-28,561 (+)

) D)D), O XKAMDIDT L0 T HDIDWDD-D

MGV-GENOME-0217462:1-31,110 (+)

O I O (S 2V ) I I I I eV Ve Vel

MGV-GENOME-0269335: 1-38,725 (+)

IMGVR_UViG_3300045988_062946|3300045988|Ga0495776_162751:1-38,725 (+)

O ) DOCOD-CHDHT o0 O HDIMND-DD

MGV-GENOME-0306415: 1-42,203 (+)

IMGVR_UViG_3300045988_078227|3300045988|Ga0495776_184965: 1-42,203 (+)

DO ) PODOURDE D DD HD-D-D

MGV-GENOME-0242666: 1-35,603 (+)
k 20000 nt 1
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