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IMGVR_UViG_2579778702_000006|2579778702|2579804468|445221-486433: 1-41,213 (+)
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IMGVR_UViG_2554235177_000012|2554235177|2554272821|3776-43704: 1-39,929 (+)
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TemPhD_cluster_26050: 1-39,301 (+)
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IMGVR_UViG_2554235179_000013|2554235179|2554273506|3774-43700: 1-39,927 (+)
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IMGVR_UViG_3300028973_000018|3300028973|Ga0169620_10003|195715-237006: 1-41,292 (+)
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IMGVR_UViG_3300028989_000066|3300028989|Ga0169619_10096]4274-45088: 1-40,815 (+)
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TemPhD_cluster_50285: 1-39,380 (+)
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MGV-GENOME-0231382:1-33,591 (+)
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uvig_187611:1-41,112 (+)
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uvig_116805:1-40,221 (+)
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MGV-GENOME-0242066:1-35,511 (+)

TemPhD_cluster_50028: 1-40,082 (+)
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uvig_530249:1-35,681 (+)

TemPhD_cluster_49461:1-41,924 (+)
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