
SAMN00792113_a1_ct45949_vs1: 1-38,091 (+)

MGV-GENOME-0234410: 1-34,190 (+)

IMGVR_UViG_3300029217_000228|3300029217|Ga0168678_100441|1-34068: 1-34,068 (+)

MGV-GENOME-0218495: 1-31,295 (+)

MGV-GENOME-0261341: 1-36,282 (+)

IMGVR_UViG_3300045988_093848|3300045988|Ga0495776_148744: 1-33,283 (+)

uvig_215365: 1-31,827 (+)

MGV-GENOME-0256606: 1-31,876 (+)

uvig_466095: 1-54,869 (+)

IMGVR_UViG_3300045988_104068|3300045988|Ga0495776_017009: 1-37,769 (+)

uvig_466760: 1-36,825 (+)

IMGVR_UViG_3300045988_123531|3300045988|Ga0495776_061303: 1-32,935 (+)

MGV-GENOME-0210992: 1-29,921 (+)

uvig_154781: 1-29,118 (+)

20000 nt

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


