O OC O HDPEDODA

MGV-GENOME-0264597:1-36,611 (+)

o O D O0EEDDA

MGV-GENOME-0267657: 1-37,985 (+)

o O D PIEDDDN

SRS101439 a1l ct9031:1-35,146 (+)

O OC SO RO

SRS142602_al_ct19155_vs1:1-33,774 (+)

o O SO DIEDHDN

SRS148877_al ct10751 vs1:1-40,875 (+)

SRS146767_al ct11826:1-36,808 (+)

SRS100027_al_ct20597_vs1:1-36,698 (+)
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SRS064831 al ct2584:1-35,527 (+)
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SRS149184 a1 ct21851 vs1:1-40,185 (-)
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SRS098818_al ct11018 vs1:1-36,972 (+)

SRS077187_al_ct7:1-35,621 (+)
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O OC S DEEDODN

SRS144090_al_ct14741 vs1:1-43,897 (+)

SRS149280_al _ct52103_vs1:1-28,506 (+)
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SRS148180_al ct63492 vs1:1-24,546 (+)
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