
SRS102814_a1_ct7461: 1-43,560 (+)

SRS018157_a1_ct57209: 1-43,493 (+)

SRS142551_a1_ct12898_vs1: 1-56,153 (+)

SRS015755_a1_ct11009: 1-43,864 (+)

SRS146773_a1_ct5831: 1-43,513 (+)

SRS019128_a1_ct96861_vs01: 1-42,815 (+)

SRS143732_a1_ct241: 1-43,020 (+)

MGV-GENOME-0286335: 1-43,459 (+)

SRS011098_a1_ct12913: 1-44,073 (+)

SRS013836_a1_ct14103: 1-43,997 (+)

SRS017634_a1_ct25762: 1-43,542 (+)

SRS022719_a1_ct22128_vs1: 1-43,656 (+)

MGV-GENOME-0289921: 1-44,257 (+)

SAMEA2737884_b1_ct2: 1-44,202 (+)

SRS064260_a1_ct19378: 1-42,677 (+)

SRS142883_a1_ct28608_vs01: 1-44,042 (+)

MGV-GENOME-0290610: 1-44,417 (+)

MGV-GENOME-0264196: 1-39,188 (+)

SRS104968_a1_ct10872_vs01: 1-37,735 (+)

SRS078182_a1_ct31564_vs1: 1-36,761 (-)

SAMN04999356_a1_ct77913_vs1: 1-42,634 (+)

SRS078677_a1_ct27525: 1-43,346 (+)

SRS075767_a1_ct422: 1-42,627 (+)

SRS065099_a1_ct32421_vs1: 1-39,534 (+)

MGV-GENOME-0283266: 1-42,849 (+)

SAMEA2738029_b1_ct3: 1-42,794 (+)

MGV-GENOME-0288882: 1-44,030 (+)

SAMEA2737965_b1_ct1: 1-44,047 (+)

SRS144000_a1_ct17127: 1-43,959 (+)

SRS077022_a1_ct31792_vs1: 1-43,779 (+)

SRS143141_a1_ct15526: 1-44,093 (+)

SRS148367_a1_ct16461: 1-44,183 (+)

SRS144113_a1_ct644: 1-44,199 (+)

MGV-GENOME-0287393: 1-43,691 (+)

SRS064158_a1_ct5450: 1-44,004 (+)

SRS043807_a1_ct41175_vs1: 1-43,916 (+)

SRS077857_a1_ct424_vs1: 1-44,240 (+)

SRS098860_a1_ct9932: 1-43,739 (+)

MGV-GENOME-0288366: 1-43,908 (+)

SRS018661_a1_ct29_vs1: 1-44,121 (+)

SRS014530_a1_ct1016: 1-44,325 (+)

SRS063485_a1_ct18259: 1-44,095 (+)

MGV-GENOME-0288706: 1-43,986 (+)

SRS097968_a1_ct63748: 1-44,174 (+)

MGV-GENOME-0288995: 1-44,054 (+)

SAMEA2738000_b1_ct3: 1-43,999 (+)

SRS104964_a1_ct17623_vs01: 1-44,338 (+)

SRS148730_a1_ct13045: 1-44,005 (+)

SRS015154_a1_ct1327: 1-43,671 (+)

SRS144017_a1_ct986_vs1: 1-47,004 (+)

SRS063823_a1_ct500: 1-43,874 (+)

SRS022281_a1_ct28172_vs01: 1-44,120 (+)

SRS013252_a1_ct3976: 1-43,918 (+)

SRS148879_a1_ct3313: 1-43,967 (+)

SRS045262_a1_ct6163: 1-43,790 (+)

SRS104320_a1_ct35846_vs1: 1-43,965 (+)

SRS023964_a1_ct98807_vs1: 1-44,275 (+)

SRS149334_a1_ct7850: 1-44,135 (+)

SRS014686_a1_ct2613_vs1: 1-44,503 (+)

SRS020862_a1_ct7043_vs1: 1-39,777 (+)

SRS104476_a1_ct53999_vs1: 1-39,845 (+)

MGV-GENOME-0253693: 1-37,370 (+)

uvig_293081: 1-41,250 (+)

MGV-GENOME-0275092: 1-41,250 (+)

MGV-GENOME-0303443: 1-42,842 (+)

MGV-GENOME-0268900: 1-40,065 (+)

SRS022980_a1_ct80680_vs1: 1-39,485 (+)

SRS043083_a1_ct8240: 1-44,105 (+)

SRS048620_a1_ct1101: 1-43,991 (+)

SRS013938_a1_ct4119: 1-43,103 (+)

SRS148414_a1_ct4727_vs1: 1-44,243 (+)

SRS078254_a1_ct10905: 1-44,299 (+)

uvig_433349: 1-43,503 (+)

uvig_432529: 1-44,096 (+)

SRS017139_a1_ct38412_vs1: 1-44,029 (+)

MGV-GENOME-0291553: 1-44,638 (+)

SAMEA2737997_b1_ct1: 1-44,125 (+)

SRS045049_a1_ct5486_vs1: 1-42,917 (+)

SRS015215_a1_ct14202: 1-42,545 (+)

SRS017810_a1_ct4910_vs1: 1-38,271 (+)

MGV-GENOME-0260362: 1-38,512 (+)

SRS065310_a1_ct3314_vs1: 1-37,365 (+)

SRS149973_a1_ct6154_vs1: 1-32,216 (+)

SRS104165_a1_ct50284_vs1: 1-33,981 (+)

SRS013881_a1_ct4458_vs1: 1-33,952 (+)

SRS049268_a1_ct21824_vs1: 1-34,477 (+)

SRS104259_a1_ct16_vs01: 1-35,945 (+)

SRS044472_a1_ct24434_vs1: 1-34,287 (+)

MGV-GENOME-0278698: 1-41,975 (+)

SRS023358_a1_ct16683_vs1: 1-35,542 (+)

SRS022079_a1_ct721: 1-43,112 (+)

SRS075353_a1_ct22549_vs1: 1-41,899 (+)

SRS018683_a1_ct406_vs1: 1-30,234 (+)

SRS054776_a1_ct6079_vs1: 1-33,081 (+)

SRS016746_a1_ct25112_vs01: 1-32,725 (+)

SRS018826_a1_ct59588_vs1: 1-31,342 (+)

uvig_443551_: 1-29,263 (-)

SRS062931_a1_ct13251_vs1: 1-27,850 (+)

SRS015378_a1_ct35425_vs1: 1-26,841 (-)

SRS146999_a1_ct34_vs1: 1-30,535 (+)

SRS016393_a1_ct12329_vs1: 1-27,745 (-)

SRS076766_a1_ct1619_vs1: 1-30,603 (+)

SRS078215_a1_ct9217_vs1: 1-33,628 (-)

20000 nt

defence (PADLOC)


