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MGV-GENOME-0158382:1-21,606 (+)

|

MGV-GENOME-0158404: 1-21,608 (+)

|

MGV-GENOME-0168102: 1-22,929 (+)

|

MGV-GENOME-0153635: 1-20,977 (+)

D

uvig 584721:1-19,040 (+)

U

MGV-GENOME-0187048:1-25,773 (+)
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MGV-GENOME-0158261:1-21,589 (+)

y

DD

MGV-GENOME-0155798:1-21,259 (+)
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MGV-GENOME-0212396:1-24,937 (+)

Han_2018_ERR1398247_NODE_505_length_16363_cov_37.208671:1-16,363 (+)
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MGV-GENOME-0148019: 1-20,234 (+)

) ) POOEE 0N

MGV-GENOME-0199815: 1-27,940 (+)
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uvig_144213:1-24,243 (+)
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MGV-GENOME-4365202: 1-20,401 (+)
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