D

uvig_256226:1-43,677 (+)

MGV-GENOME-0225578:1-32,495 (+)

MGV-GENOME-0211929:1-25,367 (+)

MGV-GENOME-0195290: 1-24,992 (+)

MGV-GENOME-0194198:1-24,063 (+)

MGV-GENOME-0168080: 1-22,926 (+)

MGV-GENOME-0210059: 1-26,034 (+)

MGV-GENOME-0243728:1-35,757 (+)

MGV-GENOME-0244036: 1-35,803 (+)
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MGV-GENOME-0249417:1-36,649 (+)

.V DI B)) e

MGV-GENOME-0260364: 1-38,512 (+)

) D D) D))

MGV-GENOME-0263653: 1-39,093 (+)

) D D) D))

MGV-GENOME-0260891: 1-38,609 (+)
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SAMEA2737658_al ct65764 vs1:1-43,850 (+)
k 10000 nt {
virulence (VFDB) AMR (AMRFinderPlus)




