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MGV-GENOME-0233044: 1-33,919 (+)

I K KKK KRR KK CKKKKKDAED-

MGV-GENOME-0240725:1-33,960 (-)
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MGV-GENOME-0233379:1-32,862 (+)
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OTU_3425:1-33,941 (+)
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MGV-GENOME-0245406: 1-36,005 (-)
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MGV-GENOME-0220138:1-31,578 (+)
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Uvig_370368: 142,600 (-)

MGV-GENOME-0189426: 1-25,281 (-)

KT KK

MGV-GENOME-0266039: 1-39,516 (+)
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