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+)

%

uvig_504682:1-46,312 (+)
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|

MGV-GENOME-0301181: 1-46,966

+)

by
)
by

§
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§

MGV-GENOME-0298522:1-46,227

+)

%

uvig 383331:1-47,900 (+)

§
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MGV-GENOME-0310580: 1-45,641 (+)
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