OO IR K KK HAKKCD

-_—
IMGVR_UViG_3300007657_000403|3300007657|Ga0105536_100126(24146-68912: 1-44,767 (+)

C ORI MK D—EKIC KK KK IACKKCD

L
MGV-GENOME-0282085: 1-42,658 (+)

ORI MDA KK 44 IR

IMGVR_UViG_3300008404_000263|3300008404|Ga0115 1857100068_\48455791880: 1-43,426 (+)

ORI U —EICK KK KK IAKKCD

o
IMGVR_UViG_3300045988_178599|3300045988|Ga0495776_135298: 1-42,660 (+)

DI 2 SO 4 O O KK 144 IACHKCD

-_—
MGV-GENOME-0280931: 1-42,420 (+)

ORI MDA KK KK KKK

MGV-GENOME-0285322: 1-43,237 (+) e

I I B S O O G i (KK IAKCCD

—_—
IMGVR_UViG_3300008478_000151|3300008478|Ga0114882_100230|3803-46069: 1-42,267 (+)

D I L O SO 43 e W O O KK 144 IICHKCD

—-—
IMGVR_UViG_3300029852_000308|3300029852|Ga0245291_100025[220911-264650: 1-43,740 (+)

ORI MK KK KK IAKHRKCKID

\MG\/R7UViGi3SOOO293627OOOS9O|3300029362\6302438527100577\ 11882-54546:1-42,665 (+)

i (K IKKHKCKD
MGV-GENOME-0276945:1-41,619 (+)
ORI HKMDD-D-CAIC KK KK IAKHIKKID

L]
IMGVR_UViG_3300045988_179800|3300045988|Ga0495776_132271: 1-44,244 (+)

ORI KK D—D-CACH KK (KK IAKHKICKID

MGV-GENOME-0290012: 1-44,277 (+) /

ORI KD KK KK IR

\MG\/R,U\/iG,7OOOOOO333,OOO372|7000000333\SRSOSO‘?ZS,LANL,S;fO\d,él1 12|4016-47540: 1-43,525 (+)

ORI MK DDCCEKKE KK KK IAKHIKKD

-_—
IMGVR_UViG_2915162840_000005|2915162840|2915162961|43803-90127: 1-46,325 (+)

ORI KM DD DA KK (KK IAKHKICKID

\MGVR7U\/iGi3SOOO298857000314|3300029885\GaO2453297100296\20142*66&8: 1-46,527 (+)

D I . 4, OO B0 O K KK IAKKCID

L] —_—
IMGVR_UViG_7000000624_000464|7000000624|SRS024435_LANL _scaffold_5250]18451-62304: 1-43,854 (+)

ORI MG KK (KK IICKKCD

L
MGV-GENOME-0295925: 1-40,814 (+)

C OO MK D—EIA KK (KK IAKHKCID

\MGVR7U\/iGi3SOOO293577000008|3300029357\GaOZ438477100‘7%>: 1-42,171 (+)

PO DA MUK KK KK IAKKCD

-_—
IMGVR_UViG_3300045988_174568|3300045988|Ga0495776_112772:1-42,540 (+)

C ORI KK D-EHIE KK (KK IAKHIKD

el
IMGVR_UViG_3300045988_161430|3300045988|Ga0495776_071039: 1-41,856 (+)

ORI KD AICK KK (KK IAKHRCD

\MGVR7UViGi3SOOO298817000406\3300029881\GaOZ4SSO7F)OOOO3\2596127300826: 1-41,215 (+)

I I B O O IO O K (KK IARKCCD

_—
IMGVR_UViG_3300029616_000177|3300029616|Ga0245133_100775: 1-43,203 (+)

OO DRI KN D—CGA KK (KK IIKRKCIID

)
IMGVR_UViG_3300014548 000111|3300014548|Ga0134459_100022(75966-119886: 1-43,921 (+)

ORI I D—H-O-EKKEK KK (KK AR

IMGVR_UViG_3300045988_181080|3300045988|Ga0495776_098799: 1-46,316 (+)

D I B S A O O D 7 B O O K KK AR

-_—
IMGVR_UViG_3300008705_000337|3300008705|Ga0113869_1000227[20993-66216: 1-45,224 (+)

IMGVR_UViG_3300045988_169521|3300045988|Ga0495776_138113: 1*45‘5% (+)
CPEOE PO HIUDD-DAEKIEK KK KK IR

MGV-GENOME-0293911:1-45,145 (+)

PO DO D—EKICE K K KK HAKRKCD

-_—
IMGVR_UViG_3300014824_000022|3300014824|Ga0134492_1000795: 1-42,808 (+)

ORI HKMD—HDDDD-GAEK KK (KK IIKRKCID

IMGVR_UViG_3300029332_000353|3300029332|Ga0243782_100521|2-47509: 1747,58 (+)

ORI HKKD—HDAKKK KK (KK IACHKICKID

IMGVR_UViG_3300029355_000263|3300029355|Ga0243784_100 143\50-808—94707: 1-43,900 (+)

MGV-GENOME-0285473:1-43,272 (+)

\MG\/R,UViG,SSOOOZ‘?é187000307\3300029618\Ga0245134,100229\35800*8?365: 1-46,066 (+)
IMGVR_UViG_3300007360_000400|3300007360|Ga0104766_1000129(1-41920: 1-41,920 (+)

KK 44 IR

MGV-GENOME-0261350: 1-38,690 (+)

IMGVR_UViG_3300007793_000025|3300007793]Ga0105888_100759: 1-40,320 (+)

IMGVR_UViG_3300029356_000137|3300029356]Ga0243797_100899: 1-39,777 (+)

MGV-GENOME-0260443: 1-38,528 (+)
MGV-GENOME-0240783: 1-35,337 (+)
MGV-GENOME-0290087: 1-38,737 (+)

MGV-GENOME-0273150: 1-37,616 (+)

IMGVR_UViG_3300008149_000014|3300008149|Ga0114293_100369: 1-40,877 (+)

-—
MGV-GENOME-0269568: 1-40,191 (+)
MGV-GENOME-0261075:1-38,641 (+)
MGV-GENOME-0223053: 1-32,074 (+)

IMGVR_UViG_3300006523_000165|3300006523|Ga0101039_100231]27025-68086: 1-41,062 (+)

I I S O O O (O O i (KK AR

-
IMGVR_UViG_3300008599_000313|3300008599/Ga0111091_100099|7373-51250: 1-43,878 (+)

ORI KK D—ADEG A KK (KK IAKRKCIID

—-—
\MGVR,UViG,S3OOOZ‘?739,OOOZé5\3300029739\GaO245187,10031?\5669750997: 1-45,329 (+)

ORI MK DA KK (KK KRR

IMGVR_UViG_3300006747_000205|3300006747|Ga010180 17100025\90841713%13: 1-46,473 (+)

D I O O O O K (KK IAKHKCKD
MGV-GENOME-0282337:1-42,703 (+)
K (KK IARKCCD

IMGVR_UViG_3300045988_174970|3300045988|Ga0495776_110347:1-41,588 (+)

OO MO DK KK (KK IAKHRKCKD

MGV-GENOME-0306857: 1-48,826 (+)

ORI IO K (KK IAKHRKKD

\MG\/R,U\/iG,33OOOl4954,OOOl52|33OOO14954\Ga0169837750098\28433-70131: 1-41,699 (+)

D I S O SO O KK KK IAKCHKCD

-_—
IMGVR_UViG_3300045988_175917|3300045988|Ga0495776_025372: 1-41,234 (+)

ORI MG KK 144 IR

MGV-GENOME-0298515:1-40,851 (+) -

I I B 4 O O g O K KK IAHKCKCD

LE
OTU_1613:1-42,947 (+)

D 2 4 0 O N 47 0 0 O K KK ICHKCD

—_—
IMGVR_UViG_3300029702_000258|3300029702|Ga0245265_100218(59151-101886: 1-42,736 (+)

PO PRI KA KK (KK IAKHKCKID
uvig_203485:1-42,338 (+)
1 (KK IAKHKCKD

MGV-GENOME-0241120: 1-35,389 (+)

MGV-GENOME-0263909: 1-39,138 (+)

MGV-GENOME-0266901:1-39,683 (+)

D, I L O S . 2 OO KK (KK IAKHKKCKID

\MG\/R,UViG,SSOOO45988,182560|3300045988\GaO4957767092762:I17474,644 (+)

C ORI KIKMD—CKIEK KK (KK HAKHKCKID

\MG\/R,U\/iG,33OOO45988,159294|33OOO45988\Ga0495776,1356?01 1-42,809 (+)

ORI KOOI K 44 IACKKCD

-_—
ivig_3286:1-44,060 (+)

ORI KO KK 44 IKKCD

IMGVR_UViG_3300029856_000210|3300029856|Ga0245296 100569?43,749 (+)

\MG\/R,U\/iG,33000Z‘?614,000325|33000Z%14\Ga0245155,100001\16027_9-205615: 1-45,337 (+)

L
IMGVR_UViG_3300029592_000163|3300029592|Ga0245129_100032(196293-241596: 1-45,304 (+)

C ORI HKKD-TIE KK (KK IAKRKICKID

MGV-GENOME-0277226:1-41,673 (+) =

IACHKICKID
MGV-GENOME-0263319:1-39,035 (+) KK KKK

IIKRKCKD
MGV-GENOME-0255591:1-37,690 (+) KK KKK
IICRKCID

MGV-GENOME-0240101: 1-35,240 (+) KK KKK
D I B S O O (L B KK KK IAKKKCD
\MG\/R,UViG,SSOOO45988,181zé|3300045988\GaO495776,113438: 1-40,675 (+)
OO IO KK KK IR

MGV-GENOME-0262987: 1—38,% (+)

I I 0 50 SO B O GO KK KK IAKKCD

—_— —_—
MGV-GENOME-0290668: 1-44,431 (+)

\MG\/R,UViG,3300045988,177027\3300045988\GaO49577é,14912-3: 1-45,615 (+)

MGV-GENOME-0241019: 1-35,375 (+)

1 KK HAKKKCD

uvig_116609:1-35,778 (+)

MGV-GENOME-0249713:1-36,696 (+)

uvig_110729:1-37,994 (+)

MGV-GENOME-0190250: 1-26,294 (+)

CEOODIAHHIERI T HKIOKEICKD

—_—
uvig 409388:1-22,328 (+)

I I . 1O OO O v S R 44 0 ( (O

—
uvig_45166:1-30,227 (+)
KK (KK IAKHIKCKD
KK (.

MGV-GENOME-0208522: 1-28,094 (+)

MGV-GENOME-0192476:1-25,876 (+)

MGV-GENOME-0271891:1-32,401 (+)

COODXAKIEHIK KK KK IR

MGV-GENOME-0240444: 1—32,& (+)

MGV-GENOME-0203628: 1-28,617 (+)

PO PSS KK (KK IAKHIKKID
MGV-GENOME-0246843:1-35,374 (+)
PO PRI KK (KK IAKHKKCKID

MGV-GENOME-0267343: 1-37,806 (+)

OO UKD K KK IR

—_—
MGV-GENOME-0275048: 1-38,385 (+)

OIS KK 44 IKRKCKID

MGV-GENOME-0275576:1-38,554 (+)

OO EE @@ @@ HTTO-EKIEK S S (¢ ()

uvig_122104:1-50,794 (+)

MGV-GENOME-0191655:1-23,674 (+)

MGV-GENOME-0170913:1-23,325 (+)

MGV-GENOME-0177033: 1-24,226 (+)

MGV-GENOME-0191226:1-23,640 (+)

(KK IAKHKKCKTD

MGV-GENOME-0209418:1-27,953 (+)

PO OO KD ( A EIEH-AC-——CK (KK IAKRKCD

SRS044535_al_ct14552 vs2: 1-49,446 (+)

MGV-GENOME-0317335: 1-45,630 (+)

uvig 389899:1-34,942 (+)

Ma_2019 SRR341711 NODE._126, length 67222 cov_5.318907: 1-67.222 (+)

uvig 81017:1-28,993 (+)

uvig 200810: 1-36,057 (+)

} 20000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
I




