[ PO A SO OA I KAD— O KA I A KA K K

SRS104320_a1_ct34405_vs1:1-36,200 (+)

D - KA K KA O K KKK K - KK F

SRS017439_a1_ct30121_vs01:1-32,347 (+)

DA KKHD—CCAC KK KKK K - K

SRS146767_al _ct32842 vs1:1-31,850 (+)

HODOACAE K KA KKK K - IR

MGV-GENOME-0211615:1-30,026 (+)

YODKAAAC K K3—CEC KK KKK K - KA KT

SRS017751 a1 _ct63020_vs01: 1-31,220 (+)

DA DK B KK KKK K - R

MGV-GENOME-0269706: 1-34,393 (+)

DA KA———E DO KK KKK K - KK K F

SRS057244_al_ct16167_vs1:1-36,990 (+)

DDA K KKK A KKK K - KK KT

MGV-GENOME-0230306: 1-33,374 (+)

- KHAACKE R KIKKAAD—CE—C KKK K O O O O O

SRS147466_al ct124611 vs1:1-32,509 (+)

DRI KKAAID— A KK K HKKC KK K

SRS148284 al ct24513 vs1:1-32,024 (+)

H OO K XKD KK KKK K =K KKK K

SRS057931 a1 ct9690_vs1:1-38,000 (+)

DA A O—A OO A AKX et G O

SRS017007_al_ct4444 vs1:1-35,495 (+)

H DR KKAD— K KKK HKOC KO
SRS017381_a1_ct12244 _vs01: 1-30,466 (+)
K DA KD

SRS019125_al_ct23607_vs1:1-31,800 (+)

} 10000 nt {
virulence (VFDB)
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