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MGV-GENOME-0231986: 1-33,712 (+)
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uvig_88054: 1-28,068 (+)
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MGV-GENOME-0213598:1-30,401 (+)
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MGV-GENOME-0237395: 1-34,784 (+)
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MGV-GENOME-0234566: 1-34,223 (+)
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uvig 169148:1-37,673 (+)
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uvig_63145:1-35,004 (+)
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MGV-GENOME-0237842: 1-34,873 (+)
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uvig 196286:1-35,139 (+)
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MGV-GENOME-0202386: 1-25,917 (+)
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uvig_46407:1-23,791 (+)
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uvig 389278:1-24,434 (+)

O

SAMNO0791970_a1 ct32374 vs1:1-34,350 (+)

uvig_332933:1-33057 (+)
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