D B ) VD D B VD DY YYD D B,

uvig 7519:1-29,913 (+)
MGV-GENOME-0206300: 1-29,108 (+)

D )L Do I D D DD OD D) D DD,

MGV-GENOME-0205762:1-29,013 (+)

D PEOD D0 DDDEOE O 0A

MGV-GENOME-0210318: 1-27,465 (+)

MGV-GENOME-4397818:1-27,947 (+)

MGV-GENOME-0204617:1-27,048 (+)

MGV-GENOME-0187596: 1-25,858 (+)

D PP 0 0EPE i DA

MGV-GENOME-0206371: 1-28,602 (+)

D D )V DD DD YD D) D D D,

MGV-GENOME-4400197:1-28,923 (+)

MGV-GENOME-0182992:1-25,134 (+)

MGV-GENOME-0208223:1-27,173 (+)

uvig_552514:1-28,890 (+)

D IS DYDY D) D,

uvig_204870: 1-36,339 (+)

D D B V)N D B D DD D D) D D,

uvig 465641:1-31,036 (+)

DD B VYD D D D DD YD D) D DD,

MGV-GENOME-0217054: 1-28,351 (+)

D PEOD D0 D0DEOE O 0A

uvig_188931:1-32,241 (+)

D )OI D N D D D DD VD) N D W,

MGV-GENOME-0238369: 1-34,975 (+)

I LIS DYDY D) D DY,

uvig_251107: 1-31,247 (+)

LD VD D BN DD DYDY D) D D,

MGV-GENOME-0205065: 1-28,882 (-)

), D B ) I D I NS )V

uvig_1632:1-20,248 (+)

MGV-GENOME-0221940: 1-31,205 (+)

D PEOE-DH DD DD i D00

uvig 155550: 1-27,848 (+)

I D ) VN e ) D VD DYDY ) D D,

MGV-GENOME-0198061: 1-25,534 (+)

D )LD e D, DD D DD D D) N D B,

MGV-GENOME-0206125:1-29,078 (+)

MGV-GENOME-0184645:1-25,385 (+)

A O 00 OOEDDDDREM-

MGV-GENOME-0168880: 1-23,040 (-)

D D D)V e B D DD YD D) D D,

MGV-GENOME-0217383: 1-28,319 (+)

o B D DD D YYD D) D D,

uvig 207275:1-36,5083 (+)
uvig 75939:1-32,967 (+)

D POED 20 DDDEEE O O0A

uvig 47526:1-27,439 (+)

D )LV Do D DD D DD DD B D B,

MGV-GENOME-4396332: 1-25,903 (+)

D PP D0 DEDEDE O OO0A

MGV-GENOME-0190360: 1-24,615 (+)

D PP D0 DEDEDE O O0A

MGV-GENOME-0199941:1-27,534 (+)

D )LD e D D D D DD YD) B D B,

MGV-GENOME-0183607: 1-25,224 (+)

D BTN DD DYDY D) D D,

MGV-GENOME-0182305: 1-25,027 (+)

D DD EDD D DD YED) DD,

MGV-GENOME-0177512:1-24,295 (+)

o B DD D D DD ID D) DD,

MGV-GENOME-0192241: 1-24,490 (+)

D IS DD D) D DY,

MGV-GENOME-0191386:1-26,476 (+)

D D )Y D B DD DD YD D) D D,

MGV-GENOME-0193042: 1-26,756 (+)

D I D N D D DD YD) D N,

MGV-GENOME-4393628:1-26,552 (+)

D POED D0 DEDEDE O O00A

MGV-GENOME-0188283:1-25,971 (+)

o0 O DDA 0 SUDODE O 00

MGV-GENOME-0201175:1-28,179 (+)

D D Y)W e HD D D DD YD ) D D D,

MGV-GENOME-0169556:1-23,134 (+)

MGV-GENOME-0181431:1-23,782 (+)

MGV-GENOME-0167861:1-22,894 (+)

MGV-GENOME-4379226:1-22,883 (+)

MGV-GENOME-0168945:1-23,048 (+)

MGV-GENOME-4379869: 1-23,010 (+)

MGV-GENOME-0175465:1-23,985 (+)

MGV-GENOME-0170003: 1-23,201 (+)

MGV-GENOME-0187613:1-25,860 (+)

MGV-GENOME-0172615:1-23,567 (+)

MGV-GENOME-0192308: 1-23,159 (+)

MGV-GENOME-0163924: 1-22,350 (+)

MGV-GENOME-0169265:1-23,094 (+)

MGV-GENOME-0185725:1-22,764 (+)

MGV-GENOME-0178334: 1-22,584 (+)

MGV-GENOME-0171204: 1-23,368 (+)

MGV-GENOME-0166909: 1-22,765 (+)

MGV-GENOME-0173392: 1-23,682 (+)

MGV-GENOME-0166221:1-22,675 (+)

MGV-GENOME-0173687:1-23,724 (+)

MGV-GENOME-0165636:1-22,587 (+)

0 OF SEDH 0 SEDEOE i U0

MGV-GENOME-0177294: 1-24,266 (+)

D R D)) D W BN DD D VD VD) D W,

MGV-GENOME-0189017: 1-26,086 (+)

MGV-GENOME-0169487:1-23,125 (+)

MGV-GENOME-0167680: 1-22,867 (+)

MGV-GENOME-0174299:1-23,811 (+)

o IO e D DD DY DD DN,

MGV-GENOME-0192063: 1-24,691 (+)

D PEOD 0 0EPEE i DA

MGV-GENOME-0192417:1-24,426 (+)

I D )V e B D D DY VD) B D W,

MGV-GENOME-0163589: 1-22,299 (+)

D )N Do N D D D DD D D) N D B,

MGV-GENOME-0179796: 1-24,632 (+)

D YD D DD DD DI DD,

MGV-GENOME-0177419:1-24,283 (+)

D D VD D D VD DY VY D) D B,

MGV-GENOME-0194854:1-26,451 (+)

D )N D D D DD DD D) D DD,

MGV-GENOME-0184600: 1-25,380 (+)

D ORI D) D DD,

MGV-GENOME-0199479:1-25,752 (+)

MGV-GENOME-0189153:1-26,112 (+)

D )LD e N D D D DD YD) DD B,

MGV-GENOME-0207714:1-26,911 (+)

MGV-GENOME-0193105: 1-25,255 (+)

MGV-GENOME-0180433:1-24,731 (+)

MGV-GENOME-0195493:1-25,509 (+)

MGV-GENOME-0191252:1-26,454 (+)

MGV-GENOME-0199074: 1-27,808 (+)

MGV-GENOME-0193803: 1-26,887 (+)

MGV-GENOME-4390567: 1-25,628 (+)

MGV-GENOME-0272357: 1-28,036 (+)

MGV-GENOME-0196299:1-27,317 (+)

MGV-GENOME-0220479:1-28,525 (+)

D )L Do I D D DD DD D) D B,

MGV-GENOME-0218486:1-31,293 (+)

MGV-GENOME-0181591:1-24,914 (+)

SRS015578_a1_ct124989 vs1:1-26,662 (+)

Dd

IO D NI D DD D YD D) BN D D,

uvig_119844:1-29,066 (+)

DA

MGV-GENOME-0200682: 1-28,084 (+)

A

MGV-GENOME-0179629: 1-24,608 (+)

MGV-GENOME-0203237: 1-28,546 (+)

D PP DD DEDEDE O O0A

uvig 168520:1-29,482 (+)

D ) VD VoD D DYDY D) D D,

MGV-GENOME-0253274:1-31,535 (+)

D OB D B D D DD ID D) D D,

uvig 171935:1-31,156 (+)

D BN DD D DD ID D) D DD,

MGV-GENOME-0208448:1-29,474 (+)

D B ) VD D B DD DD D D) D D D,

uvig 471866:1-31,058 (+)

D LD e N D D DD ) B D,

MGV-GENOME-0173307: 1-23,668 (+)

k 10000 nt !

defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA
I




