
IMGVR_UViG_3300045988_006852|3300045988|Ga0495776_060866: 1-32,793 (+)

SAMEA2580220_a1_ct25982_vs1: 1-29,100 (+)

uvig_76578: 1-34,933 (+)

MGV-GENOME-0271381: 1-35,880 (+)

Ma_2019_SRR341707_NODE_375_length_35348_cov_2.777463: 1-35,348 (+)

uvig_168128: 1-40,265 (+)

IMGVR_UViG_3300045988_060851|3300045988|Ga0495776_186887: 1-38,345 (+)

IMGVR_UViG_3300029392_000343|3300029392|Ga0243989_1000561|1-41047: 1-41,047 (+)

IMGVR_UViG_3300029391_000305|3300029391|Ga0243992_100292|49241-89391: 1-40,151 (+)

IMGVR_UViG_3300029390_000088|3300029390|Ga0243991_1000478: 1-42,015 (+)

IMGVR_UViG_3300029418_000117|3300029418|Ga0243993_100582: 1-46,735 (+)

uvig_135221: 1-39,388 (+)

IMGVR_UViG_3300029387_000105|3300029387|Ga0243994_100466: 1-52,289 (+)

TemPhD_cluster_56201: 1-67,869 (+)

20000 nt

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


