IMGVR_UViG_3300006295_000010|3300006295|Ga0099657_100043: 1-33,327 (+)
SRS042984 _al _ct47955_vs01: 1-32,744 (+)
IMGVR_UViG_3300022585_000060|3300022585|Ga0248035_1052: 1-33,027 (+)

MGV-GENOME-0223937:1-32,215 (+)
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MGV-GENOME-0221898:1-31,880 (+)
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MGV-GENOME-0233503: 1-34,007 (+)
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MGV-GENOME-0233001:1-33,911 (+)
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MGV-GENOME-0228850: 1-33,087 (+)
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MGV-GENOME-0229262:1-33,175 (+)
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MGV-GENOME-0228909: 1-33,100 (+)

MGV-GENOME-0241222: 1-35,406 (+)
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MGV-GENOME-4410614:1-35,243 (+)

SAMEA2738103_b1_ct5_vs2: 1-24,922 (-)
MGV-GENOME-0176478:1-24,140 (+)
k 10000 nt !




