MGV-GENOME-0236465: 1-34,606 (+)

MGV-GENOME-4409206: 1-34,256 (+)

CORKESDERDION— O ST DT SO OAIHDEDIDIE_ DDA - i)

—
IMGVR_UViG_7000000045_000136|7000000045|SRS013687_Baylor_scaffold_21809: 1-36,440 (+)
MGV-GENOME-0239020: 1-35,078 (+)

MGV-GENOME-0235189:1-31,876 (+)

uvig 114678:1-49,911 (+)

MGV-GENOME-0220253: 1-31,598 (+)

MGV-GENOME-0337802: 1-63,865 (+)

CORKEODEDIONE— O 0 LD DD DD

MGV-GENOME-0200655: 1-28,080 (+)

COAKEODERIONT O S TP DM DD HE W

MGV-GENOME-0200012: 1-27,976 (+)

CORKEODEREION— O S TP DM DDA D

MGV-GENOME-0198270: 1-27,667 (+)

) DY) I D, B B B, e D)) ) Gl I ) ) )i

MGV-GENOME-0217398:1-31,102 (+)

QK SDEROIONE— O ST OO DM P HETTOE D

MGV-GENOME-0225983: 1-32,568 (+)

C RPN O P DD DK A DD

MGV-GENOME-0248279:1-36,456 (+)
MGV-GENOME-0189699: 1-26,204 (+)
MGV-GENOME-0165628:1-22,586 (+)
MGV-GENOME-0173425:1-23,686 (+)

uvig 250953: 1-28,754 (+)

IMGVR_UViG_3300026522_000061[3300026522|Ga0256406_1001367: 1-39,858 (+)
} ]
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